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SEQUENCE LISTING 



<110> Robbins, Jeffrey 

Children's Hospital Medical Center 

<120> Cardiac-preferred Genetic Alteration of 
Transgenic Rabbits 



<130> CHM02/GN054 

<150> 60/454, 947 
<151> 2003-03-13 



<160> 5 



<170> FastSEQ for Windows Version 4.0 



<210> 1 
<211> 5190 
<212> DNA 

<213> Oryctolagus cuniculus 



<400> 1 

ggatccacac 

cagcacccgc 

aggaatagcc 

ttgtctggga 

tcgaagctga 

gggtccagtg 

tttagggcat 

gtctgagccc 

acataacaca 

ttcaagattt 

aacacccagc 

tgcaacctct 

cccaacagtc 

gctaggagcc 

cagccctcca 

caagactttc 

ccatctcaga 

ggagaggaaa 

ggaagaaagg 

gctgccacag 

ttgggagact 

agcccccgtc 

ctgcacaccc 

ccagtggccg 

gatacccagg 

ccgccgggaa 

ctctcctccc 

ggaagaggtg 

cagtgtgcaa 

gcctggagag 

gagagggagc 

acccgagtca 

ggaggtggcc 



aactgggctt 
ccaccttccc 
tggtgacgcc 
gctcacatag 
gatcctgcct 
ggtggggcct 
gaggggcagc 
tctggggagc 
gaggtgaccc 
aggcaaacct 
gccagggcat 
ggggtatgac 
tcagaggaca 
gggcaccccg 
agcaggtgtc 
ctcctctgga 
cgggcagaag 
gacatgtccc 
gcaggttaac 
ctgggctgcc 
gtgggactgt 
tgaagctcgt 
tactctgagt 
agcacagcag 
gcagatgcaa 
tgaagaggcc 
ttctccctcc 
gaggtcagag 
gacagcaaga 
ccgggcccag 
ctgggacaca 
ccttcagagg 
aaggagcccg 



caccccacca 
aaaactaacc 
ttgatccgcc 
cagcagcccc 
ccagactctt 
tggagtggga 
tgcaagggcc 
agccatggtc 
gtctcctcac 
gggcctatct 
ggggaggtct 
ccacgagggc 
caagcccttc 
tgcacacctt 
cctccctcct 
catgtaggag 
agagcctggg 
cagagggctg 
cgcccccccc 
aagggtagga 
cccccacacc 
ccaaacctgc 
ggcagccaga 
gagaggtgag 
aggacgagca 
tcttagacac 
ccacatcatt 
aggacacact 
gagggaggtg 
gagaaggaga 
ggcacctgca 
tcaggagagt 
gggcaggatg 



ggtgccccag 
gtgctctatt 
cagccctgag 
ttgggaagaa 
cttcactgcc 
aaggtgggag 
agacctagga 
ttgtggactc 
agccctctcc 
accatggaca 
ggtatgaagg 
aggtgaggca 
cagatgcagc 
cctgtcaccc 
ccccacatct 
gatggcattc 
gagggtcaca 
aagccggggc 
cctgcagtga 
ctggggcagt 
ccatcccaag 
cacacacacc 
acaagggcct 
gggaagagaa 
ggcgtggggt 
acaagccctc 
ccccttccca 
tgtagggaag 
ctgggagagt 
gagaaggaga 
gagcagaggg 
ctggaaagca 
aggaggcaga 



ctcaactctg 
tccttcccag 
gacgacgcca 
gcagaataaa 
tgtcagccct 
aaattggtgg 
gcttcccggg 
tctttacctg 
tggctcagag 
tccaccccca 
gggctgaaca 
aaggtgtcct 
cagtggctcc 
tcggctccct 
tccactgtag 
tttggcccat 
tgtgagcagg 
agcagcagct 
caactcagcc 
gggatgtgga 
aacctgagtg 
gacgcacagc 
aggccaggca 
aggaaacagg 
gacaagcaca 
acacccacct 
ggagcaggtt 
cccaggggtc 
ggacagcagt 
ggcctggcca 
aggtgacagt 
gaggaaccag 
gagctcagag 



tcttctgtcc 
agcttgaatg 
gtgaagtccc 
tcagttttcc 
gtgggggtgg 
agggtgggtc 
atcctgtagg 
ctccggccca 
tttatcagag 
cctcactgat 
gtaccctttc 
gagccccagc 
ccccgccaca 
ccagagcctg 
cttccattcc 
ttatggaaag 
actctgggca 
ggggtggggt 
ccttggagtg 
gggcagggcc 
gcccctattc 
cctgttcctg 
ggaggggata 
gaaggaagga 
cgggaggaag 
ccctgcacgc 
cggagatgaa 
tgagcaacca 
gtcaggagag 
gggagccctt 
aggggaaagg 
ggggtggaag 
gagacagagc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 
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cttaagtcag acccagaccc aggctcaggc agacccagga gaatccgagg ccaagtctgc 2040 

ctttgagacc gggaaccagg cagggggaga ggacacagag acagagacat ggggaggcaa 2100 

gcaggagagg ggcggcaagc cctgcctccc tgtcccccta cctttggcca gagtatccgt 2160 

cccgtgccct cacactccag ggcctccagc agaatgcgga gctgatttgg gtggcagtgg 2220 

agacagcgtg gacagcagag gtgtatggga acgccaggac agaggagggg gcccagggaa 2280 

ggaagagggc aaaccaggcc agaccgggcc cgagcccaga gccaggctaa ccccttcctt 2340 

ctacctcctt ccctaggagg gcaggcactg cctgcccacc cctcagcccc gccccctacc 2400 

acctctccca agtttggtct gctcagggcg cagggttctc ccgaggacaa agcctggtct 24 60 

ttgtcacctg gaccttaccc aggctgacct ggtattccag ccccttatca ggtccccagg 2520 

gggatgggaa ccaggcagtg acgcaccagg ccacgggata acccccagct tgtgcactgg 2580 

ggcctcaagt gacctagagc tagagacagg tggcctgcat cccctgaggg caacggtttg 2640 

gcatgtgcac ctgcaggaga tgggaatggc cggtcaactc aggtccctcc aaggacactg 2700 

agtctggggt ccaagtcccc cagagagaga tgtgtctctg agccccgtaa taggcagcca 27 60 

gcatcctagg gggctgacaa ccttgggggg aaccccatct tcacggcaag tgctcccacc 2820 

cagagaagct gacccctgcc tgtcctaccc acctccacac cctggagcta tatcgagagg 2880 

tgtcagtgga taggggtggg aggggagctg aggcagtatt cttgggtgtg agggtgtggg 2940 

ggaaagccag ggcaggagag tctggctttg tcttctgaac acaatgtcca cttagtcaca 3000 

acaggcacgg cctgttgaag acccgacacc taccgcctct gagaggggac agcctgcagg 3060 

atggaggagg agtaccttga gggctgggtg cttgaggacc ccccccccca aagacaggca 3120 

tgggagtgtg agctcaggag gggatagcag gcttctatct gggaaggggg cagactacag 3180 

agccccctcc ccccaaccct gcacccccct gcagccctgt ggaacgcaga gccagagccc 3240 

aattggtgta aatccccagg cctgtctggc gccccagcca tcctcggcag cacctgcacc 3300 

ctctggcagc ctggagaggc ggaagggagc ggcccccacc cccacccctg ctccctcagg 3360 

cccggggatt agtgcagaag gtggcagcag gagggtaaaa gcctttgcgt gcagatgtga 3420 

gcatcggcct gctggaaagc acgcagggat ctctgtaagc tgaagtgtga aatctgcatg 3480 

tgtgtctggt caagtctgca cgcgagggtg ctggaccaag ggtctgtgcg caggtgtgcc 354 0 

tgaggcagcg tggagaattc cttccactgg gtgatgggtt tgcatgaggg ccactgtatg 3600 

gggagcaccg gggaagtgct ggggctccag atgcattccc aagcaaagca gccttgagtc 3660 

ctctgtcaga cacctgcctg ggaatagaag cccaggcaca gcgtgtgtgc agagttgggg 3720 

caggacagag agggaaactg agtctggagc tggctagtag acgcctgctc cagctcacag 3780 

gtccaggtct gagagtgtcg ggagacactt gcagcctggg ctgtgtgaag acaggcctgg 3840 

gtaaatggga gagggtaggg gacaagggag ggaaactgca gctggggggc aggggacaag 3900 

cattcgtcct atatgaaaag gtgaccctca ccccagtgtg ctcaactcac ccttcaggtt 3960 

aaaaataacc gaggtaaagg ccatggtggg gcgggggagg tggtggagaa ggtcctgtct 4 020 

tcccactatc tgcccatcag cgctctggag gggcggaatg tgctcaagga ctaaaaaaag 4080 

gccctggagc ccgaggggct ggggcagcag acctttcatg ggcaaatctg ggggccctgc 414 0 

cgtcctcttg tcacctccag agccaaggga tcaagggagg aggagccagg cagggagaga 4200 

ggtgggaggg ggtccctccg gaagggctcc aaatttaggc aagggggtgg gggaagtggc 4260 

atataaagga gctgcagcgt tgagggcagc cagactcctg cagcccaggt aagtgtggtt 4320 

tgtgcagggg cactgtgcag ctgtgcacag ggaccctgcc ttcctgggag tgagctgcag 4380 

ggcaggcggg ggcccacggg ttctgctgga agcgcccttc tccagccctg tggcaggtcc 4440 

atgagaagcg cgactcctgt ctcctgtctc tctggttccc tgcccggttc tcagcacttg 4 500 

ctccctcctt tgggtggctt cctgcccgtt ggccctgtgc tgctttgcct ccctgtcttg 4560 

gtcagcactt gtcccagtcc tcaatctccg tctccctcct tccttgccct cccttcgtgc 4 620 

ctgtgtgttc ttttctccct gcctttctct gtttctgtct ctgcttccac acccctgccc 4 680 

tcccacattc actcactctg catcccttcc tttcttccta ctccctgccg gtccaccctg 4740 

ctggtgtctg tcggctctct gggctgggcc tcctcgtccc atcacttgtc tccatgattc 4800 

tcttctctgc actttgtggc tcctgctcct ccagtggttc agattctccg ggattccctg 4860 

tgaggagaga gtcaggtgag cggcacccag tctcctctgc agacagcaga gcaggctttc 4 920 

tccgggagcc aggtccaccc cctggcaacc ccaggcactc cttcccccca tgccgacctc 4 980 

ttacaaagat cccccctcag ccccagctga atggggtggg tggccccagg cagatccttt 5040 

cacctgggta atgagaggag agcaataggt cctggaaagg aggtggtggg gcaaggaatg 5100 

ggaatgggaa agacagggtc acccacgaaa gcctgagtct gcctcgggag tcacaggacc 5160 

ccctgtcttg gccccagggg agaggtcgac 5190 
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<210> 2 
<211> 6921 
<212> DNA 

<213> Oryctolagus cuniculus 



<400> 2 

ggatcccccc 

gttgtcctga 

gggaatgcct 

cagcaggggt 

aggaggatga 

gacacccatg 

tttgcacaaa 

tgcactcaaa 

tggggaggtc 

cactgtgtgg 

cagttcgagt 

gtggaagatg 

ctggctcctg 

aatgggcgga 

ctctccttct 

aagtcctgta 

tcacaaagca 

ccaggtgtgg 

caggaggagc 

cagggatcct 

atttgcccga 

ccctgcagcc 

acgatcgacc 

tctacagccc 

gattcccaga 

cttcaggcag 

cctggtggat 

cctgtgggga 

gctgggtctt 

atgggctggg 

atcccttgag 

actgcagtct 

gcctaccacg 

gggaggtaaa 

gactaaccca 

agctcccagg 

actccccaca 

tgcaagctaa 

cgagtgtggg 

atgacaagaa 

ctaatcccag 

gcagatggca 

tgggggccca 

ttccctttgg 

gtgtgcccta 

aactgccgct 

tggtgacaga 

caccttcctt 

ccccttttat 

gtgccctctg 

ctccctctag 



tcctcggccc 
accagtctcc 
gtgagtcagg 
cagtatggca 
gacaggctga 
gtctgtctca 
gatatatgca 
tgcatttaag 
tgcttaagga 
catagtgggt 
cctggccgct 
gcccaagtcc 
gctttggatc 
agacctctct 
ctctgtataa 
atccctttcc 
attaccttca 
cggccacagg 
agagggagca 
ggcttggaca 
tgatttcaca 
tacgattggg 
cagggctgga 
gatgcccctc 
ccctagggcc 
gacatgaaaa 
gtcaccattg 
gggccgttct 
ggagggcctg 
tacaggagac 
ccagatggac 
gacttcagtg 
tgtcacgtgt 
tggaccatgg 
gagcacatgg 
ctgcccctca 
aagctcctcc 
accgagccat 
gtggagggcc 
ggagcagctg 
gctcctgtgg 
gatcggcctc 
ttgtcctttc 
gtttcggggg 
cttcaccccc 
ggcatggtca 
gcccagacaa 
ccactccagg 
ttatagcctt 
cacaaccccc 
gaatgtgggt 



ccagcttgct 
cctggttcct 
cgccatgaga 
tctggtgggc 
gctgggggct 
gaactggcta 
tacacatatg 
gggtagggta 
ggtagagccc 
aaaagctgcc 
ccacttccga 
ttgggaccat 
ggcgcagctc 
ctctctctct 
ctctgacttt 
caggggagaa 
gctctgagta 
atgctgcccc 
gacatctgct 
caaatgcatc 
tcataacacc 
ctggctccag 
tctgcccctc 
tcctgggggc 
agccagctct 
ccagttagct 
gacctgggcc 
gtgggtctca 
cgtaacttgg 
cataggactg 
ttagtgaggc 
ggttcgtgct 
gcactacacc 
ccacactaca 
ccagaaaacg 
catggtcctg 
aaacactcta 
ccctgcaact 
gaggtacaaa 
tttgtaaggg 
agccagggcg 
caggcccggg 
cgggttaagt 
tcccttccag 
tccccaattc 
cagcaaatgg 
agcaggcaca 
ccttatttgg 
ttgctctgct 
ctcctccccc 
gtgtacacag 



cccaggacag 
ggtgtgttgc 
tcccactgca 
tgaccaatcg 
ggaatggtgt 
tggaaggtag 
tgtctgcaaa 
gagctggggg 
ttaccaaaga 
acctgccatg 
tccagctttc 
gcacccacgt 
tggccgttgt 
ctctctctct 
caaataaata 
gactgatgat 
aatcccacgg 
aagaacacct 
ctgtgtgccc 
tggcaggtga 
ttggccattc 
cgcaggtgtg 
tcctgggggc 
ctggcttagt 
accagggtgc 
ggtgagtggc 
aactcctggt 
gtcaggcagt 
gctcttgacg 
cagaatacct 
tgggggacaa 
cctgagggtg 
ctgtacccac 
gatgacaaga 
gaggggctgg 
aggcctgcag 
agatggggaa 
gtccactgtc 
agatcttaga 
aaacttgaga 
ggcccccaag 
tggggaccca 
ccccttcctc 
cttccttctt 
ctgggagtaa 
cccctgtttg 
gagcccgggg 
tctaccttgg 
ctcctttgtc 
ctcccctcca 
ggcaccagct 



aacaacatgg 
ctttggcacc 
gctgccatag 
gaacccctct 
cactcctggc 
cttgggctct 
ggtaggcatg 
tgggggacag 
aatgaagtac 
ctggcaaccc 
tgccatggcc 
gagagacctg 
ggccaatcgg 
ctctctctct 
aatcttaaaa 
ttctcagcca 
tctccatatc 
gtggacagag 
agcacagaga 
cccaaggatg 
tccccacaga 
gatgtgactg 
ctggcttagt 
ctgcctccgc 
accactaggg 
cctaggttcc 
gggccccaag 
ggtggccctc 
tgatgtttcc 
gaccagcccc 
agaactgccc 
agaggagccg 
acaatggtca 
ctgtctcaga 
ctttcaaaac 
ccctggcgtc 
gctctgtctt 
gacattgtgg 
ggccgcagga 
ccggcacaaa 
gtcagggatc 
ctcccatgtt 
tagtgcccca 
tctgtgcggg 
ttttagcaac 
ggcctgacac 
aggggggaca 
tgaagctgcc 
ttgtcggcta 
tggggccctg 
ccaagctcag 



atcatgctgt 
cctggatgag 
agcctggcta 
gcagggaggg 
aagtccatca 
gtgcaatctg 
tgtgcttgcg 
gcagtggctc 
tgggggctgg 
atgtgggcgc 
tgggaaagca 
gaagaagctc 
ggagtgaatc 
ctctctccgc 
aaaaaaaatg 
cttgggctcc 
ctgtgctggt 
cacaggttct 
cagcagtgtg 
ctgattttcc 
gtttctagac 
ctgaaggagc 
ctgcctccgc 
tctacagccc 
tccctaagac 
caactggtgt 
acagcactgg 
ctggctaagg 
actggcagcc 
ggcccagacc 
ccacccgcca 
tttggtgagt 
caacaaccct 
gaggccctgt 
aactgaccga 
cagactgccc 
cccaaaccac 
agcagggaag 
agacaaaagc 
gcccagctcc 
ctaggggcag 
cacgaacaac 
ctctgctctc 
gtccctttta 
ttttcctctg 
tcgatcaggg 
ggagacagat 
ctccctccag 
tcactctgca 
gcccctcact 
gcccgaactc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 
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cacttctctc aactgctgaa tggagcttct cacgggaggg gtctttctct ggtcgctctg 3120 
gctagaacaa tgcccagtgc gcagcaggct tccagaagca ctcgctgagt gaggaagtct 3180 
gcaggctgct gtccccagat ggcagcaggc agaagcaaga gaagcaccgt ggagccaagg 324 0 
gcaggtgctg gaggggctgg gacgtcagac cccactgcca ccactaccac cacctaagcc 3300 
tggagttagg ggagtgagtt ctattgtgca agagggcttg gagactgaac accaatgctg 3360 
atacaccgat gacccagagc cttccagact taaaaggaag cacatgaagc atgatccttt 3420 
actaggtgca aaaacagctc ctgcaaaggg ttcaaccgag gctcaagcat cttctgtgtg 3480 
tcttcattgc ctgtacctgc tcctgagtcc tgggaactcg gggaaggggg cagccccctt 3540 
ctttgcttag gtaaccagaa gggacggacg caagggcttg ctgtccatca ccagtccctg 3600 
aggcccctga gtcctcggca cctgcagggc ctggccagga ccctcagcgt ctgcagtcag 3660 
ggctttcact ggtgcaggct cagcttcagc agctgcaggc ccacgggtca tggtccaccc 3720 
cacccccgcc cgtctgcacc ctgaacacac agtcgcttgt ggttctcaga cctcgccttg 3780 
gttaccacgc agcccccaca gaagcccctc ctggagtttc tctccccagc tgtgcccacc 3840 
ccaccttcaa catgtacctg atccgcaccc catcccccag gcctgcctct ccttccaagc 3900 
tgacagccaa tcagatggat taatccgcac gcgcccaaga gcctcctggg aagaagggga 3960 
ggggggtgga tttcaaaacc aaaccacgca gcggttgcct ggacacgaag ccagtcaggc 4 020 
ttgcctgcaa gagccaggct gtgctctgct cagagcctgc gctccggctc ccgctcctcc 4 080 
attcccttgc cctgcccgcc tctcagcctc actgtagaac accagtcgca tccaggtctg 4140 
ggaagaggtc acaccgctgg aggaacagct gtcctggttc agggtctcct agcttagggc 4200 
agctgtgcga tctcccactc ctggggcggg ggtcacctag tagctggggg cgcagaattg 4260 
ggaagacaag tcaggcgcgg ggctgactgt gcatcttagt cctgcgctga ctaggaccat 4320 
ccagcactgg gccccgagct ctgcacacag tatgtcttcc ctccttccca ggactccctc 4380 
cacaggctgc tgctatttcc ccgccctgat tagctgggtg accttaaacc catacttccc 4440 
ctctccataa aacgaaaagc ttggacggat aaagacctgt ctggctctgg gactcagtga 4500 
tctcaacaca tcgcctgctg atccaaggaa atcagggcct gagccagagg ccccatgtct 4 560 
tagctccctg gtcatcgtcc gcgcccctta gcgaagcact ctccctccag ctgcccccct 4 620 
ccagcccctg gttctgccct gccctccctg gagctgagac ttagtccctt ttccatctca 4 680 
cagttggatg caggctccag gccaggaaag cagggaaatt tcccgttgca gaaacggggc 4 740 
caggtcagcc ttggaggctg ggggcctaag gggcagcagc atgaggggcc cacagtgccc 4 800 
tgtgggagag ccagggcctg cctgcctgag gtcacactgg tggtcctggt cagttccctc 4860 
tcccacaggc agtggaatgc gaggagatat tttctgctgc acgttgagcc accccgcccc 4 920 
ctggaactca gaccctgcac accccatgcc ataacaatga cgaccacttc caattgtttc 4 980 
ctggcccgag ggggagggga gctctctggg agggggggcc ctgggggaaa tgcttccagt 5040 
gacaacagcc ctttctaaat ccggctaggg actgggtgca ggtgggggtg ggggcgccct 5100 
gctgccccat atatacaacc cctgaggcca ggtctggctc tcagctctct cctgctctgt 5160 
gtgtctttcc ttgatgttct caggtaggag cggggagaag ggggctccag gttaggaagg 5220 
ggctccccca ggaacagcaa gcttcatcag ggctttgtgc agagtcccag gtccggtcgt 5280 
tgagcacacg tgtgcaggtt acacacccgt ggatgtgcca ctgagtgtga cgctcctgta 5340 
ttccctgggg aaggtgtctg ggtctgagag tgtgggaacc aaatgaatga gtatgtgtgt 5400 
gtgtgtgtgt gtgtgtgtac aagcatgtgc agtcggcagg tgagggaggg gtgtgcctca 54 60 
ctgtctgacg cagcgagtat tgatgatcgt gcctgagtac gagcagaatc ttttgggagt 5520 
gggggggaat ggtgtagaat gattgtacag gaagtgtgga cgcttccaag ctagtcctga 5580 
gaaccatctg tccatgcaca tggaggggct tgcctgtgcg tcgggagtca cgaccgctgt 5640 
cgtgtgcgtg ccccctgcag aaggcgctcc caggcatgtg ggtgtggggc ttgggtcctt 5700 
ctacactaaa gcataggcag ccacatgagc ctgcgtcccc ccacccaggc acataaacat 5760 
gcggctccat agggtacctt agggggcggg ttctgtggcc caggaggcgg cctctgtgtg 5820 
tgtgagacgt gtgcaagagc aggcatgcat ggtcatgggg gaggtgcagg gtgctcagct 5880 
gtgtggtggg tgtgtctaag agaggacacc tgtcgtgtcc acaaagtctg acaatgaatg 5940 
ggccagaaaa caactggctt tggagtgggg agagaggggc ttgaggctca gctctaccac 6000 
ttaccattta tgctcttgaa taagcaaatc ctgtcacctt ggtttccccg tctgatgcat 6060 
gggatgagaa ctgagaggag agtttgtgga ctgcacagca ctgagcaagt gtgaccatta 6120 
gctgtgtccc agatagttca aagcaagtct cactagaagg ctatgagcgt ctcccaggag 6180 
tgcggaaacc tgttagaact ggtccttggg gcagcaggga acagagctgg gaaaacaaga 624 0 
tgggagccgg gaagctgact tccagttcca gctgctgttt aggtctgggg gagagcagat 6300 
gctgggagac agtcggggga agcgggaggt ggcacgggct aggatgggcc gcagcctgct 6360 
ctgacacggc ctcttccctc tccccaggtc ccccgcaggc ctgagtcccc ttcctcatct 6420 
gtagacacat ttgagaagcc aaggtaagag aagctgaagg gagagctgca aagactgggc 6480 
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gtgtgagtcc tgaggccagg ctgtggaacc 
cctaggtacc aggagcccct cactgtgact 
gaggtggatg tgagcagact cttgctcctc 
cccactccca cccccgcccc cgccttgggg 
tcctccatgg tgggctcgca aaactgctct 
gacttgctgg ggacacgggt gacccctgaa 
agggaagagc tcagggaggg gaaggcagag 
ctcactacag gtacagaatt c 



ctggcttccg tcctgccttg gtggggacat 6540 
agtgagggat gcaggggcag gcaagggtca 6600 
caagaagctc agagggttct ccccccaacc 6660 
agcctcagcc agaaccagtt agttgctcct 6720 
tccagtaata ggacaagctc agacaacggg 6780 
tgcagagcta ggttttgggg ctcccaccga 6840 
tggacagatg ggaggaacca gcttcttccg 6900 

6921 



<210> 3 
<211> 5886 
<212> DNA 

<213> Oryctolagus cuniculus 

<220> 
<221> CDS 

<222> (10) . . . (5827) 
<400> 3 

gaattcaag atg gat gac tec cag atg gec gac ttt ggg gcg gca gec cag 51 
Met Asp Asp Ser Gin Met Ala Asp Phe Gly Ala Ala Ala Gin 
1 5 10 

tac etc cgc aag tec gag aaa gag cgt eta gag gec cag aca egg cct 99 
Tyr Leu Arg Lys Ser Glu Lys Glu Arg Leu Glu Ala Gin Thr Arg Pro 
15 ~ " 20 25 30 

ttc gac ate cgc act gag tgc ttt gtg ccc gat gac aag gag gag ttc 147 
Phe Asp lie Arg Thr Glu Cys Phe Val Pro Asp Asp Lys Glu Glu Phe 
35 40 45 

gtc aag gee aag ate gtg tct egg gag gga ggc aag gtc acc gee gaa 195 
Val Lys Ala Lys He Val Ser Arg Glu Gly Gly Lys Val Thr Ala Glu 
50 55 60 

acc gag aac ggc aag acg gtg acc gtg aag gag gac cag gtg ttg cag 243 
Thr Glu Asn Gly Lys Thr Val Thr Val Lys Glu Asp Gin Val Leu Gin 
65 70 75 

cag aac cca ccc aag ttc gac aag ate gag gac atg gee atg ctg acc 291 
Gin Asn Pro Pro Lys Phe Asp Lys He Glu Asp Met Ala Met Leu Thr 
80 85 90 

ttc eta cac gag ccc get gta etc tac aac etc aag gag cgc tac gcg 339 
Phe Leu His Glu Pro Ala Val Leu Tyr Asn Leu Lys Glu Arg Tyr Ala 
95 100 105 110 

get tgg atg att tac acc tac teg ggc etc ttc tgc gtc acc gtc aac 387 
Ala Trp Met He Tyr Thr Tyr Ser Gly Leu Phe Cys Val Thr Val Asn 
115 120 125 

ccc tac aag tgg ctg ccg gtg tac aat gca gag gtg gtg gee gec tac 435 
Pro Tyr Lys Trp Leu Pro Val Tyr Asn Ala Glu Val Val Ala Ala Tyr 
130 135 140 
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egg ggc aag aag agg age gag gec ccg ccc cac ate ttc tec ate tct 483 
Arg Gly Lys Lys Arg Ser Glu Ala Pro Pro His lie Phe Ser lie Ser 
145 150 155 

gac aac gee tat cag tac atg eta aca gat egg gaa aac cag tec ate 531 
Asp Asn Ala Tyr Gin Tyr Met Leu Thr Asp Arg Glu Asn Gin Ser lie 
160 165 17 0 

etc ate ace gga gaa tec ggg gcg ggg aag aca gtg aac acc aag cgt 579 
Leu He Thr Gly Glu Ser Gly Ala Gly Lys Thr Val Asn Thr Lys Arg 
175 180 185 190 

gtc ate cag tac ttt gec agt att gca gee att ggt gac egg ggc aag 627 
Val He Gin Tyr Phe Ala Ser He Ala Ala He Gly Asp Arg Gly Lys 
195 200 205 

aag gac aac gtc aat gec aac aag ggc acc ctg gag gac cag ate ate 675 
Lys Asp Asn Val Asn Ala Asn Lys Gly Thr Leu Glu Asp Gin He He 
210 215 220 

cag gec aac cct gee ttg gag gee ttc ggc aac gee aag acc gtc egg 723 
Gin Ala Asn Pro Ala Leu Glu Ala Phe Gly Asn Ala Lys Thr Val Arg 
225 230 235 

aac gac aac tec teg cgc ttc ggg aaa ttc ate aga ate cac ttt gga 771 
Asn Asp Asn Ser Ser Arg Phe Gly Lys Phe He Arg He His Phe Gly 
24 0 24 5 250 

gee act gga aag ctg get tct gcg gac ata gag acc tac ctg ctg gag 819 
Ala Thr Gly Lys Leu Ala Ser Ala Asp He Glu Thr Tyr Leu Leu Glu 
255 ~ 260 265 270 

aag tec egg gtg ate ttc cag ctg aag get gag agg aac tac cac ate 8 67 
Lys Ser Arg Val lie Phe Gin Leu Lys Ala Glu Arg Asn Tyr His He 
275 280 285 

ttc tac cag ate ctg tec aac aag aag ccg gag ctg ctg gac atg ctg 915 
Phe Tyr Gin He Leu Ser Asn Lys Lys Pro Glu Leu Leu Asp Met Leu 
290 295 300 

ctg ate aca aac aac ccc tac gac tac gee ttc gtg tec cag gga gag 963 
Leu lie Thr Asn Asn Pro Tyr Asp Tyr Ala Phe Val Ser Gin Gly Glu 
305 310 315 

gtg tec gtg gee tec ate gac gac tec gag gag etc atg gee acc gat 1011 
Val Ser Val Ala Ser lie Asp Asp Ser Glu Glu Leu Met Ala Thr Asp 
320 325 330 

aac gee ttc gac gtg ctg ggc ttc agt tct gag gag aaa gtc ggc ate 1059 
Asn Ala Phe Asp Val Leu Gly Phe Ser Ser Glu Glu Lys Val Gly He 
335 340 345 350 

tac aag ctg acg ggc gee ate atg cac tac gga aac atg aag ttc aag 1107 
Tyr Lys Leu Thr Gly Ala He Met His Tyr Gly Asn Met Lys Phe Lys 
355 360 365 

cag aag cag cgt gag gag cag gcg gag ccg gac ggc acc gaa gat gee 1155 
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Gin Lys Gin Arg Glu Glu Gin Ala Glu Pro Asp Gly Thr Glu Asp Ala 
370 375 380 

gac aag tec gec tac etc atg ggg ctg aac tec get gac ctg etc aag 1203 
Asp Lys Ser Ala Tyr Leu Met Gly Leu Asn Ser Ala Asp Leu Leu Lys 
385 390 395 

ggg ctg tgc cac cct egg gtg aaa gtg ggc aac gag tac gtc acc aag 1251 
Gly Leu Cys His Pro Arg Val Lys Val Gly Asn Glu Tyr Val Thr Lys 
400 405 410 

ggg cag aac gtg cag cag gtg tac tac tec ate ggg gcg ctg gec aag 1299 
Gly Gin Asn Val Gin Gin Val Tyr Tyr Ser lie Gly Ala Leu Ala Lys 
415 420 425 430 

gee gtg tac gag aag atg ttc aac tgg atg gtg atg cgc ate aat gec 1347 
Ala Val Tyr Glu Lys Met Phe Asn Trp Met Val Met Arg lie Asn Ala 
435 440 445 

acg ctg gag acc aag ctg ccg cgc cag tac ttc ata ggc gtc etc gac 1395 
Thr Leu Glu Thr Lys Leu Pro Arg Gin Tyr Phe lie Gly Val Leu Asp 
450 455 460 

ate gcg ggc ttc gag ate ttt gac ttc aac age ttt gag cag ctt tgc 1443 
lie Ala Gly Phe Glu lie Phe Asp Phe Asn Ser Phe Glu Gin Leu Cys 
465 470 475 

ate aac ttc acc aac gag aag ctg cag cag ttc ttc aac cac cac atg 1491 
lie Asn Phe Thr Asn Glu Lys Leu Gin Gin Phe Phe Asn His His Met 
480 485 490 

ttc gtg ctg gag cag gag gag tac aag aag gag ggc ate gag tgg gag 1539 
Phe Val Leu Glu Gin Glu Glu Tyr Lys Lys Glu Gly lie Glu Trp Glu 
495 500 505 510 

ttc ate gac ttc ggc atg gac ctg cag gee tgc ate gac etc att gag 1587 
Phe lie Asp Phe Gly Met Asp Leu Gin Ala Cys lie Asp Leu lie Glu 
515 520 525 

aag ccc atg ggc ate atg tec ate ctg gag gag gag tgc atg ttc ccc 1635 
Lys Pro Met Gly lie Met Ser lie Leu Glu Glu Glu Cys Met Phe Pro 
530 535 540 

aag gee acc gac atg acc ttc aag gee aag eta tac gac aac cac ctg 1683 
Lys Ala Thr Asp Met Thr Phe Lys Ala Lys Leu Tyr Asp Asn His Leu 
545 550 555 

ggc aag tec aac aac ttc cag aag cca cgc aac gtc aag ggg aag cag 1731 
Gly Lys Ser Asn Asn Phe Gin Lys Pro Arg Asn Val Lys Gly Lys Gin 
560 565 570 

gaa gec cac ttc tec ctg gtc cac tac gee ggc acc gtg gac tac aac 1779 
Glu Ala His Phe Ser Leu Val His Tyr Ala Gly Thr Val Asp Tyr Asn 
575 580 585 590 

ate ctg ggc tgg ctg gag aag aac aag gac cct etc aac gag acg gtg 1827 
lie Leu Gly Trp Leu Glu Lys Asn Lys Asp Pro Leu Asn Glu Thr Val 
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595 600 605 

gtg ggc ctg tac cag aag tec tec etc aag ctg atg gee acc etc ttc 1875 
Val Gly Leu Tyr Gin Lys Ser Ser Leu Lys Leu Met Ala Thr Leu Phe 
610 - 615 620 

gec acc tat get tct gee gac act gcg gac act ggc aaa ggc aaa gga 1923 
Ala Thr Tyr Ala Ser Ala Asp Thr Ala Asp Thr Gly Lys Gly Lys Gly 
625 630 635 

ggc aag aaa aag ggc teg tec ttc cag aca gtg tea get etc cac egg 1971 
Gly Lys Lys Lys Gly Ser Ser Phe Gin Thr Val Ser Ala Leu His Arg 
640 645 650 

gaa aat ctg aac aag ctg atg acc aac ctg agg acc acc cac cct cac 2019 
Glu Asn Leu Asn Lys Leu Met Thr Asn Leu Arg Thr Thr His Pro His 
655 660 665 670 

ttc gtg cgc tgc ate ate ccc aat gag egg aag get cca ggg gtg atg 2067 
Phe Val Arg Cys lie lie Pro Asn Glu Arg Lys Ala Pro Gly Val Met 
675 680 685 

gac aac ccc ctg gtc atg cac cag ctg cgt tgc aac ggc gtg ctg gaa 2115 
Asp Asn Pro Leu Val Met His Gin Leu Arg Cys Asn Gly Val Leu Glu 
690 695 700 

ggc att cgc ate tgc agg aag ggc ttc ccc aac cgc ate etc tac ggg 2163 
Gly lie Arg lie Cys Arg Lys Gly Phe Pro Asn Arg lie Leu Tyr Gly 
705 ^ 710 715 

gac ttc egg cag agg tac cgc ate ctg aac cca gcg gee ate cct gag 2211 
Asp Phe Arg Gin Arg Tyr Arg lie Leu Asn Pro Ala Ala lie Pro Glu 
720 725 730 

ggc cag ttc att gac age agg aag ggg gcg gag aag ctg ctg ggc tec 2259 
Gly Gin Phe lie Asp Ser Arg Lys Gly Ala Glu Lys Leu Leu Gly Ser 
735 740 745 750 

ctg gac att gac cac aac cag tac aag ttc ggc cac acc aag gtg ttc 2307 
Leu Asp lie Asp His Asn Gin Tyr Lys Phe Gly His Thr Lys Val Phe 
755 760 765 

ttc aag gee ggg ctg ctg ggg ctg ctg gag gag atg egg gac gag agg 2355 
Phe Lys Ala Gly Leu Leu Gly Leu Leu Glu Glu Met Arg Asp Glu Arg 
770 775 780 

ctg age cgc ate ate acg cgc ate cag gee cag tec egg ggc cag etc 2403 
Leu Ser Arg lie lie Thr Arg lie Gin Ala Gin Ser Arg Gly Gin Leu 
785 790 795 

atg cgt get gag ttc aag aag ate ctg gag cgc agg gat gee ctg ctg 2451 
Met Arg Ala Glu Phe Lys Lys lie Leu Glu Arg Arg Asp Ala Leu Leu 
800 805 810 

gtc ate cag tgg aac ate egg gee ttc atg ggg gtc aag aac tgg ccc 2499 
Val lie Gin Trp Asn lie Arg Ala Phe Met Gly Val Lys Asn Trp Pro 
815 820 825 830 
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tgg atg aag etc tac ttc aag ate aag cct ctg ctg aag age gcg gag 
Trp Met Lys Leu Tyr Phe Lys lie Lys Pro Leu Leu Lys Ser Ala Glu 
835 840 845 



2547 



acg gag aag gag atg gec acc atg aag gag gag ttc ggg cgc ate aaa 
Thr Glu Lys Glu Met Ala Thr Met Lys Glu Glu Phe Gly Arg lie Lys 
850 855 860 



2595 



gag tec ctg gag aag teg gag gee cgc cgc aag gag ctg gag gag aag 
Glu Ser Leu Glu Lys Ser Glu Ala Arg Arg Lys Glu Leu Glu Glu Lys 
865 870 875 



2643 



atg gtg teg ctg ctg cag gag aag aat gac ctg cag etc caa gtg cag 
Met Val Ser Leu Leu Gin Glu Lys Asn Asp Leu Gin Leu Gin Val Gin 
880 885 890 



2691 



gcg gaa caa gac aac etc aat gat gee gag gag cgc tgc gac cag ctg 
Ala Glu Gin Asp Asn Leu Asn Asp Ala Glu Glu Arg Cys Asp Gin Leu 
895 900 905 910 



2739 



ate aag aac aag ate cag ctg gag gee aag gtg aag gag atg aac gag 
lie Lys Asn Lys lie Gin Leu Glu Ala Lys Val Lys Glu Met Asn Glu 
915 920 925 



2787 



agg ctg gag gac gag gag gag atg aac gee gag etc act gee aag aag 
Arg Leu Glu Asp Glu Glu Glu Met Asn Ala Glu Leu Thr Ala Lys Lys 
930 935 940 



2835 



cgc aag ctg gaa gac gag tgc tec gag etc aag aag gac att gac gac 
Arg Lys Leu Glu Asp Glu Cys Ser Glu Leu Lys Lys Asp lie Asp Asp 
945 950 , 955 



2883 



ctg gag ctg acg ctg gee aag gtg gag aag gag aag cac gca acc gag 
Leu Glu Leu Thr Leu Ala Lys Val Glu Lys Glu Lys His Ala Thr Glu 
960 965 970 



2931 



aac aag gtg aag aac ctg aca gag gag atg get ggg ctg gac gag ate 
Asn Lys Val Lys Asn Leu Thr Glu Glu Met Ala Gly Leu Asp Glu lie 
975 ^ 980 985 990 



2979 



ate gee aag etc acc aag gag aag aaa get ctg caa gag gee cac cag 
lie Ala Lys Leu Thr Lys Glu Lys Lys Ala Leu Gin Glu Ala His Gin 
995 ~ 1000 1005 



3027 



cag gee eta gat gac ctt cag get gag gag gac aaa gtc aat act ctg 
Gin Ala Leu Asp Asp Leu Gin Ala Glu Glu Asp Lys Val Asn Thr Leu 
1010 1015 1020 



3075 



acc aag gee aag etc aag ctg gag cag cag gtg gac gat ctg gag gga 
Thr Lys Ala Lys Leu Lys Leu Glu Gin Gin Val Asp Asp Leu Glu Gly 
1025 ~ 1030 1035 



3123 



tec ctg gag cag gag aag aag gtg cgc atg gac ctg gag cga gee aag 
Ser Leu Glu Gin Glu Lys Lys Val Arg Met Asp Leu Glu Arg Ala Lys 
1040 " 1045 1050 



3171 
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egg aag ctg gag ggt gac ctg aag ctg acc cag gag age ate atg gac 
Arg Lys Leu Glu Gly Asp Leu Lys Leu Thr Gin Glu Ser lie Met Asp 
1055 1060 1065 1070 



3219 



ctg gag aat gac aag ctg cag ctg gag gag agg etc aag aag aag gag 
Leu Glu Asn Asp Lys Leu Gin Leu Glu Glu Arg Leu Lys Lys Lys Glu 
1075 1080 1085 



3267 



ttt gac ate agt cag ctg aac age aag ate gag gat gag cag gca ctg 
Phe Asp lie Ser Gin Leu Asn Ser Lys lie Glu Asp Glu Gin Ala Leu 
1090 1095 1100 



3315 



gec etc cag ctg cag aag aag ctg aag gaa aac cag gee cgc ate gag 
Ala Leu Gin Leu Gin Lys Lys Leu Lys Glu Asn Gin Ala Arg lie Glu 
1105 1110 ' 1115 



3363 



gag ctg gag gag gag ctg gag gee gag cgc act gee agg gee aag gtg 
Glu Leu Glu Glu Glu Leu Glu Ala Glu Arg Thr Ala Arg Ala Lys Val 
1120 1125 1130 



3411 



gag aag ctg cgc tec gac ctg tec egg gag ctg gag gag ate age gag 
Glu Lys Leu Arg Ser Asp Leu Ser Arg Glu Leu Glu Glu lie Ser Glu 
1135 1140 1145 1150 



3459 



egg ctg gag gag gee ggc ggg gee acg tec gtg cag att gag atg aac 
Arg Leu Glu Glu Ala Gly Gly Ala Thr Ser Val Gin He Glu Met Asn 
1155 1160 1165 



3507 



aag aag cgc gag gee gag ttc cag aag atg cga egg gac ctg gag gag 
Lys Lys Arg Glu Ala Glu Phe Gin Lys Met Arg Arg Asp Leu Glu Glu 
1170 1175 1180 



3555 



gee acg ctg caa cac gag gee acg gee gee gee ctg cgc aag aag cac 
Ala Thr Leu Gin His Glu Ala Thr Ala Ala Ala Leu Arg Lys Lys His 
1185 1190 1195 



3603 



gcg gac age gtg gee gag ctg ggc gag cag ate gac aac ctg cag egg 
Ala Asp Ser Val Ala Glu Leu Gly Glu Gin He Asp Asn Leu Gin Arg 
1200 1205 1210 



3651 



gtg aag cag aag ctg gaa aag gag aag age gag ttc aag ctg gag ctg 
Val Lys Gin Lys Leu Glu Lys Glu Lys Ser Glu Phe Lys Leu Glu Leu 
1215 1220 " 1225 1230 



3699 



gat gac gtc acc tec aac atg gag cag ate ate aag gee aag gca aac 
Asp Asp Val Thr Ser Asn Met Glu Gin He He Lys Ala Lys Ala Asn 
1235 1240 1245 



3747 



ctg gag aaa gtg tec cgc acg ctg gaa gac cag gee aac gag tac cgc 
Leu Glu Lys Val Ser Arg Thr Leu Glu Asp Gin Ala Asn Glu Tyr Arg 
1250 "* 1255 1260 



3795 



atg aag ctg gag gaa gee cag cgc tec etc aac gac ttc acc acc cag 
Met Lys Leu Glu Glu Ala Gin Arg Ser Leu Asn Asp Phe Thr Thr Gin 
1265 1270 1275 



3843 



cga gee aag ctg caa acc gag aac gga gag eta gee egg cag ctg gag 



3891 
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Arg Ala Lys Leu Gin Thr Glu Asn Gly Glu Leu Ala Arg Gin Leu Glu 
1280 1285 1290 



gag aag gag gcg ctg ate tec cag ctg ace egg ggc aag ctg tec tac 3939 
Glu Lys Glu Ala Leu lie Ser Gin Leu Thr Arg Gly Lys Leu Ser Tyr 
1295 1300 1305 1310 

ace cag cag atg gag gac etc aag agg cag ctg gag gag gaa ggc aag 3987 
Thr Gin Gin Met Glu Asp Leu Lys Arg Gin Leu Glu Glu Glu Gly Lys 
1315 1320 1325 

gec aag aac gee ctg gec cac gcg ctg cag teg gee cgc cat gac tgt 4035 
Ala Lys Asn Ala Leu Ala His Ala Leu Gin Ser Ala Arg His Asp Cys 
1330 1335 1340 

gac ctg ctg egg gag cag tac gag gag gag atg gag gee aag gcg gag 4083 
Asp Leu Leu Arg Glu Gin Tyr Glu Glu Glu Met Glu Ala Lys Ala Glu 
1345 1350 1355 

ctg cag cgc gtc ctg tec aag gee aac teg gag gtg gca cag tgg agg 4131 
Leu Gin Arg Val Leu Ser Lys Ala Asn Ser Glu Val Ala Gin Trp Arg 
1360 1365 1370 

acc aaa tat gag acg gac gec ate cag cgc ace gag gag ctg gag gag 4179 
Thr Lys Tyr Glu Thr Asp Ala lie Gin Arg Thr Glu Glu Leu Glu Glu 
1375 " 1380 1385 1390 

gee aag aag aag ctg gee cag egg ctg cag gac gee gag gag gee gtg 4227 
Ala Lys Lys Lys Leu Ala Gin Arg Leu Gin Asp Ala Glu Glu Ala Val 
1395 1400 1405 

gag gee gtc aac gee aag tgc tec tea ctg gag aag acc aag cac egg 4275 
Glu Ala Val Asn Ala Lys Cys Ser Ser Leu Glu Lys Thr Lys His Arg 
1410 " 1415 1420 

ctg cag aac gag ate gag gac etc atg gtg gac gtg gag cgc tec aac 4323 
Leu Gin Asn Glu lie Glu Asp Leu Met Val Asp Val Glu Arg Ser Asn 
1425 1430 1435 

get gec gec gec gec ctg gac aag aag cag agg aac ttc gac aag ate 4371 
Ala Ala Ala Ala Ala Leu Asp Lys Lys Gin Arg Asn Phe Asp Lys lie 
1440 1445 " " 1450 

ctg gec gag tgg aag cag aag tac gag gag teg cag teg gag ctg gag 4 419 
Leu Ala Glu Trp Lys Gin Lys Tyr Glu Glu Ser Gin Ser Glu Leu Glu 
1455 1460 1465 1470 

tec teg cag aag gag gcg cgc tec etc age acc gag etc ttc aag etc 44 67 
Ser Ser Gin Lys Glu Ala Arg Ser Leu Ser Thr Glu Leu Phe Lys Leu 
1475 1480 1485 

aag aac gec tac gag gag tec ctg gag cac ctg gag acc ttc aag egg 4515 
Lys Asn Ala Tyr Glu Glu Ser Leu Glu His Leu Glu Thr Phe Lys Arg 
1490 1495 1500 

gag aac aag aac ctg cag gag gag ate tct gac ctg acg gag cag ctg 4563 
Glu Asn Lys Asn Leu Gin Glu Glu lie Ser Asp Leu Thr Glu Gin Leu 
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1505 



1510 



1515 



gga gaa gga ggc aag aat ctg cac gag ctg gag aag gtc cgc aag cag 4 611 
Gly Glu Gly Gly Lys Asn Leu His Glu Leu Glu Lys Val Arg Lys Gin 
1520 * " 1525 1530 

ctg gag gcc gag aag ctg gag ctg cag teg gec ctg gag gag gec gag 4 659 
Leu Glu Ala Glu Lys Leu Glu Leu Gin Ser Ala Leu Glu Glu Ala Glu 
1535 1540 1545 1550 

gcc tec ctg gag cac gag gaa ggc aag ate etc egg gcc cag ctg gag 4707 
Ala Ser Leu Glu His Glu Glu Gly Lys He Leu Arg Ala Gin Leu Glu 
1555 1560 1565 

ttc aac cag ate aag gcg gag ate gag egg aag ctg gtg gag aag gac 4 755 
Phe Asn Gin He Lys Ala Glu He Glu Arg Lys Leu Val Glu Lys Asp 
1570 ~ 1575 1580 

gag gag atg gaa cag gcc aag cgc aac cac ctg egg gtg gtg gac tea 4803 
Glu Glu Met Glu Gin Ala Lys Arg Asn His Leu Arg Val Val Asp Ser 
1585 ^ 1590 1595 

ctg cag acc tec ctg gat gca gag acg cgc age cgc aac gag gcc ctg 4851 
Leu Gin Thr Ser Leu Asp Ala Glu Thr Arg Ser Arg Asn Glu Ala Leu 
1600 * 1605 1610 

egg gtg aag aag aag atg gag ggc gac etc aac gag atg gag ate cag 4899 
Arg Val Lys Lys Lys Met Glu Gly Asp Leu Asn Glu Met Glu He Gin 
1615 " ~ ' 1620 1625 1630 

etc age cag gcc aac agg acg gcc tec gag gcc cag aag cac ctg aag 4947 
Leu Ser Gin Ala Asn Arg Thr Ala Ser Glu Ala Gin Lys His Leu Lys 
1635 1640 1645 

aac gcc caa gcc cac ctg aag gac acc cag ate cag ctg gat gac gcg 4995 
Asn Ala Gin Ala His Leu Lys Asp Thr Gin He Gin Leu Asp Asp Ala 
1650 " 1655 1660 

gtc egg gcc aat gac gac ctg aag gag aac ate gcc ate gtg gag egg 5043 
Val Arg Ala Asn Asp Asp Leu Lys Glu Asn He Ala He Val Glu Arg 
1665 1670 1675 

cgc aac gcg ctg ctg cag gcc gag ctg gag gag ctg egg gcc gtg gtg 5091 
Arg Asn Ala Leu Leu Gin Ala Glu Leu Glu Glu Leu Arg Ala Val Val 
1680 1685 1690 

gag cag acg gag egg tct egg aag ctg gca gag cag gag ctg ate gag 5139 
Glu Gin Thr Glu Arg Ser Arg Lys Leu Ala Glu Gin Glu Leu He Glu 
1695 1700 1705 1710 

acc age gag egg gtg cag ctg ctg cac tec cag aac acc age etc ate 5187 
Thr Ser Glu Arg Val Gin Leu Leu His Ser Gin Asn Thr Ser Leu He 
1715 1720 1725 

aac cag aag aag aag atg gag teg gac ctg acc cag ctg cag acg gaa 5235 
Asn Gin Lys Lys Lys Met Glu Ser Asp Leu Thr Gin Leu Gin Thr Glu 
1730 " 1735 1740 
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gtg gag gag gcg gtg cag gaa tgc agg aac gcc gag gag aag gcc aag 
Val Glu Glu Ala Val Gin Glu Cys Arg Asn Ala Glu Glu Lys Ala Lys 
1745 1750 1755 



5283 



aag gcc ate acg gac gcc gcc atg atg gcg gag gag ctg aag aag gag 
Lys Ala lie Thr Asp Ala Ala Met Met Ala Glu Glu Leu Lys Lys Glu 
1760 1765 1770 



5331 



cag gac acc age gcc cac ctg gag cgc atg aag aag aac atg gag cag 
Gin Asp Thr Ser Ala His Leu Glu Arg Met Lys Lys Asn Met Glu Gin 
1775 1780 1785 1790 



5379 



acc att aag gac ctg cag cac egg ctg gac gag gcc gag cag ate gcc 
Thr lie Lys Asp Leu Gin His Arg Leu Asp Glu Ala Glu Gin lie Ala 
1795 1800 1805 



5427 



etc aag ggc ggc aag aag cag ctg cag aag ctg gag gcg egg gtg egg 
Leu Lys Gly Gly Lys Lys Gin Leu Gin Lys Leu Glu Ala Arg Val Arg 
1810 ' 1815 " 1820 



5475 



gag ctg gag aat gag ctg gag gcc gag cag aag cgc aac gcg gag teg 
Glu Leu Glu Asn Glu Leu Glu Ala Glu Gin Lys Arg Asn Ala Glu Ser 
1825 1830 1835 



5523 



gtg aag ggc atg agg aag age gag egg cgc ate aag gag etc acc tac 
Val Lys Gly Met Arg Lys Ser Glu Arg Arg lie Lys Glu Leu Thr Tyr 
1840 1845 1850 



5571 



cag acg gag gag gac aag aag aac ctg ctg egg ctg cag gac ctg gtg 
Gin Thr Glu Glu Asp Lys Lys Asn Leu Leu Arg Leu Gin Asp Leu Val 
1855 " 1860 " 1865 1870 



5619 



gac aag ctg cag ctg aag gtc aag gcc tac aag cgc cag gcc gag gag 
Asp Lys Leu Gin Leu Lys Val Lys Ala Tyr Lys Arg Gin Ala Glu Glu 
1875 " 1880 1885 



5667 



gcg gag gag cag gcc aac acc aac ctg tec aag ttc cgc aag gtg cag 
Ala Glu Glu Gin Ala Asn Thr Asn Leu Ser Lys Phe Arg Lys Val Gin 
1890 1895 1900 



5715 



cac gag ctg gac gag gcg gag gag egg gca gac ate gcg gag tec cag 
His Glu Leu Asp Glu Ala Glu Glu Arg Ala Asp lie Ala Glu Ser Gin 
1905 1910 1915 



5763 



gtc aac aag ctg egg gcc aag age cgc gac ate ggc gcc aag caa aaa 
Val Asn Lys Leu Arg Ala Lys Ser Arg Asp lie Gly Ala Lys Gin Lys 
1920 " 1925 1930 



5811 



atg cac gac gag gag t gacgccgcct 

Met His Asp Glu Glu 

1935 

aacacgagtg cctgaattc 

<210> 4 
<211> 1939 



ccggaacccc gctcttgtta acccgcaata 5867 



5886 
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<212> PRT 

<213> Oryctolagus cuniculus 



<400> 4 



Met 


Asp 


Asp 


Ser 


1 








Arg 


Lys 


Ser 


Glu 








20 


lie 


Arg 


Thr 


Glu 






35 




Ala 


Lys 


lie 


Val 




50 






Asn 


Glv 
j 


Lys 


Thr 


65 








Pro 


Pro 


Lys 


Phe 


His 


Glu 


Pro 


Ala 








100 


Met 


lie 


Tvr 
L j J - 


Thr 






115 




Lys 


Trn 


Leu 


Pro 




130 






Lys 


J-j o 


Arg 


Ser 


145 








Ala 


Tyr 


Gin 


Tyr 


Thr 


Glv 


Glu 


Ser 








180 


Gin 


Tvr 
j 


Phe 


Ala 






195 






v a j. 


no 1 1 


Ala 




210 






Asn 


Pro 


Ala 


Leu 


225 








Asn 


Ser 


Ser 


Arg 


Gly 


Lys 


Leu 


Ala 








260 


Arg 


Val 


lie 


Phe 






27 5 




Gin 


lie 


UC Li. 


Ser 










Thr 


As n 


Asn 


Pro 


305 








Val 


Ala 


Ser 


He 


DKq 

irne 


7\ on 


Val 


Leu 








340 


Leu 


Thr 


Gly 


Ala 






355 




Gin 


Arg 


Glu 


Glu 




370 






Ser 


Ala 


Tyr 


Leu 


385 








Cys 


His 


Pro 


Arg 


Asn 


Val 


Gin 


Gin 



Gin 


Met 


Ala 


Asp 


5 








Lys 


Glu 


Arg 


Leu 


Cys 


Phe 


Val 


Pro 








40 




Arg 


Glu 


Gly 






55 




Val 


Thr 


Val 


Lys 




70 






Asp 


Lys 


He 


Glu 


85 








Val 


Leu 


Tyr 


Asn 




Ser 


Gly 


Leu 








120 


Val 


Tvr 


Asn 


Ala 






135 




Glu 


Ala 


Pro 


Pro 




150 






Met 


Leu 


Thr 


Asp 


165 








Gly 


Ala 


Gly 


Lys 


Ser 


He 


Ala 


Ala 








200 


Asn 


Lys 


Glv 


Thr 






215 




Glu 


Ala 


Phe 


Gly 




230 






Phe 


Glv 


Lys 


Phe 


245 








Ser 


Ala 


Asp 


He 


Gin 


Leu 


Lys 


Ala 








280 


flen 
no i i 




•J-j _y o 


Pro 






295 




Tvr 


Asp 


Tvr 
j 


Ala 




310 






Asp 


Asp 


Ser 


Glu 


325 








Glv 


Phe 


Ser 


Ser 


He 


Met 


His 


Tyr 








360 


Gin 


Ala 


Glu 


Pro 






375 




Met 


Gly 


Leu 


Asn 




390 






Val 


Lys 


Val 


Gly 


405 








Val 


Tyr 


Tyr 


Ser 



Phe 


Gly 


Ala 


Ala 




10 






Glu 


Ala 


Gin 


Thr 


25 








Asp 


Asp 


Lys 


Glu 


Glv 


Lys 


Val 


Thr 








60 


Glu 


Asp 


Gin 


Val 






75 




Asp 


Met 


Ala 


Met 




90 






Leu 


Lys 


Glu 


Arg 


105 








Phe 


Cys 


Val 


Thr 


Glu 


Val 


Val 


Ala 








140 


His 


lie 


Phe 


Ser 






155 




Arg 


Glu 


Asn 


Gin 




170 






Thr 


Val 


Asn 


Thr 


185 








He 


Gly 


Asp 


Arg 


Leu 


Glu 


Asp 


Gin 








220 


Asn 


Ala 


Lys 


Thr 






235 




He 


Arg 


He 


His 




250 






Glu 


Thr 


Tvr 


Leu 


265 








Glu 


Arg 


Asn 


Tyr 


Glu 


Leu 


Leu 


Asp 








300 


Phe 


Val 


Ser 


Gin 






315 




Glu 


Leu 


Met 


Ala 




330 






Glu 


Glu 


Lvs 


Val 


345 








Gly 


Asn 


Met 


Lys 


Asp 


Gly 


Thr 


Glu 








380 


Ser 


Ala 


Asp 


Leu 






395 




Asn 


Glu 


Tyr 


Val 




410 






He 


Gly 


Ala 


Leu 



Ala 


Gin 


Tvr 

Jr 


Leu 






15 




Arg 


Pro 


Phe 


Asp 




30 






Glu 


Phe 


Val 


Lvs 


45 








Ala 


Glu 


Thr 


Glu 


Leu 


Gin 


Gin 


Asn 








80 


Leu 


Thr 


Phe 


Leu 






95 




Tyr 

Jr 


Ala 


Ala 


Trp 




110 






Val 


Asn 


Pro 


Tyr 


125 








Ala 


Tyr 


Arg 


Gly 


He 


Ser 


Asp 


Asn 








160 


Ser 


lie 


Leu 


lie 






175 




Lys 


Ara 


Val 


lie 




190 






Glv 


Lvs 


Lvs 


Asp 


205 








He 


lie 


Gin 


Ala 


Val 


Arg 


Asn 


Asp 








240 


Phe 


Glv 


Ala 


Thr 






255 




Leu 


Glu 


Lvs 


Ser 




270 






His 


He 


Phe 


Tvr 


285 








Met 


Leu 


Leu 


lie 


Glv 


Glu 


Val 


Ser 








320 


Thr 


Asp 


Asn 


Ala 






335 




Gly 


He 


Tyr 


Lys 




350 






Phe 


Lys 


Gin 


Lys 


365 








Asp 


Ala 


Asp 


Lys 


Leu 


Lys 


Gly 


Leu 








400 


Thr 


Lys 


Gly 


Gin 






415 




Ala 


Lys 


Ala 


Val 
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Tyr 


Glu 


Lys 


Met 






435 




Glu 


Thr 


Lys 


Leu 




450 






Gly 


Phe 


Glu 


He 


465 








Phe 


Thr 


Asn 


Glu 


Leu 


Glu 


Gin 


Glu 








500 


Asp 


Phe 


Gly 


Met 






515 




Met 


Gly 


He 


Met 




530 






Thr 


Asp 


Met 


Thr 


545 








C p V" 


nj i i 


Don 


Phe 


His 


Phe 


Ser 


Leu 








580 


Gly 


Trp 


Leu 


Glu 






.595 




Leu 


Tvr 
j 


Gin 


Lys 




610 






Tvr 


Ala 


Ser 


Ala 


625 








Lys 


Lys 


Glv 


Ser 


Leu 


Asn 


Lys 


Leu 








660 


Arg 


Cys 


He 


He 






675 




Pro 


Leu 


Val 


Met 




690 






Arg 


He 


Cys 


Arg 


705 








Arg 


Gin 


Arg 


Tvr 


Phe 


Tie 


Asp 


Ser 








740 


He 


Asp 


His 


Asn 






755 








Leu 


Leu 




770 






A r*rr 


T 1 e 
lie 


T 1 e 


Thr 

1 HI 


78 S 








Al ^ 
nla 


ftl n 




Lys 


bin 


irp 




11c 








820 


Lys 


Leu 


Tyr 


Phe 






835 




Lys 


Glu 


Met 


Ala 




850 






Leu 


Glu 


Lys 


Ser 


865 









Phe 


Asn 


Trp 


Met 








440 


Pro 


Arg 


Gin 


Tyr 






455 




Phe 


Asp 


Phe 


Asn 




470 






Lys 


Leu 


Gin 


Gin 


485 








Glu 


Tvr 


Lys 


Lys 


Asp 


Leu 


Gin 


Ala 








520 


Ser 


He 


Leu 


Glu 






535 




Phe 


Lys 


Ala 


Lys 




550 






Gin 


Lys 


Pro 


Arg 


565 








Val 


His 


Tvr 


Ala 


Lys 


Asn 


Lys 


Asp 








600 


Ser 


Ser 


Leu 


Lys 






615 




Asp 


Thr 


Ala 


Asp 




630 






Ser 


Phe 


Gin 


Thr 


645 








Met 


Thr 


Asn 


Leu 


Pro 


Asn 


Glu 


Arg 








680 


His 


Gin 


Leu 


Arg 






695 




Lys 


Gly 


Phe 


Pro 




710 






Arg 


He 


Leu 


Asn 


725 








Arg 


Lys 


Gly 


Ala 


Gin 


Tvr 


Lys 


Phe 








760 


Gly 


Leu 


Leu 


Glu 






775 




Arg 


He 


Gin 


Ala 




790 






-i-i _y o 


He 


Leu 


Glu 


805 








A m 
nl y 


Al a 


tilt; 




Lys 


He 


Lys 


Pro 








840 


Thr 


Met 


Lys 


Glu 






855 




Glu 


Ala 


Arg 


Arg 




870 







425 



Val 


Met 


Arg 


He 


Phe 


He 


Gly 


Val 








4 60 


Ser 


Phe 


Glu 


Gin 






475 




Phe 


Phe 


Asn 


His 




490 






Glu 


Gly 


He 


Glu 


505 








Cys 


He 


Asp 


Leu 


Glu 


Glu 


Cys 


Met 








540 


Leu 


Tyr 


Asp 


Asn 






555 




Asn 


Val 


Lys 


Glv 




570 






Gly 


Thr 


Val 


Asp 


585 








Pro 


Leu 


Asn 


Glu 


Leu 


Met 


Ala 


Thr 








620 


Thr 


Gly 


Lys 


Gly 






635 




Val 


Ser 


Ala 


Leu 




650 






Arg 


Thr 


Thr 


His 


665 








Lvs 


Ala 


Pro 


Gly 


Cvs 


Asn 


Gly 


Val 








700 


Asn 


Arg 


He 


Leu 






715 




Pro 


Ala 


Ala 


He 




730 






Glu 


Lys 


Leu 


Leu 


745 








Glv 


His 


Thr 


Lys 


Glu 


Met 


Ara 


Asp 








780 


Gin 


Ser 


Arg 


Gly 






795 




Ara 


Arg 


Asp 


Ala 




810 






Gly 


Val 


Lys 


Asn 


825 








Leu 


Leu 


Lys 


Ser 


Glu 


Phe 


Gly 


Arg 








860 


Lys 


Glu 


Leu 


Glu 






875 
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430 






Asn 


Ala 


Thr 


Leu 


445 








Leu 


Asp 


He 


Ala 


Leu 


Cys 


He 


Asn 








480 


His 


Met 


Phe 


Val 






495 




Trp 


Glu 


Phe 


He 




510 






He 


Glu 


Lys 


Pro 


525 








Phe 


Pro 


Lys 


Ala 


His 


Leu 


Gly 


Lys 








560 


Lys 


Gin 


Glu 


Ala 






575 




Tyr 


Asn 


He 


Leu 




590 






Thr 


Val 


Val 


Gly 


605 








Leu 


Phe 


Ala 


Thr 


Lys 


Gly 


Gly 


Lys 








640 


His 


Arg 


Glu 


Asn 






655 




Pro 


His 


Phe 


Val 




670 






Val 


Met 


Asp 


Asn 


685 








Leu 


Glu 


Gly 


He 


Tyr 


Gly 


Asp 


Phe 








720 


Pro 


Glu 


Gly 


Gin 






735 




Gly 


Ser 


Leu 


Asp 




750 






Val 


Phe 


Phe 


Lvs 


765 








Glu 


Arg 


Leu 


Ser 


Gin 


Leu 


Met 


Arg 








800 


Leu 


Leu 


Val 


lie 






815 




Trp 


Pro 


Trp 


Met 




830 






Ala 


Glu 


Thr 


Glu 


845 








He 


Lys 


Glu 


Ser 


Glu 


Lys 


Met 


Val 



880 



Ser 


Leu 


Leu 


Gin 


Glu 
885 


Lys 


Asn 


Asp 


Leu 


Gin 
890 


Leu 


Gin 


Val 


Gin 


Ala 
895 


Glu 


Gin 


Asp 


Asn 


Leu 
900 


Asn 


Asp 


Ala 


Glu 


Glu 
905 


Ara 


Cvs 


Asp 


Gin 


Leu 
910 


lie 


Lvs 


Asn 


Lys 


He 
915 


Gin 


Leu 


Glu 


Ala 


Lys 
920 


Val 


Lys 


Glu 


Met 


Asn 
925 


Glu 


Arg 


Leu 


Glu 


Asp 
930 


Glu 


Glu 


Glu 


Met 


Asn 
935 


Ala 


Glu 


Leu 


Thr 


Ala 
940 


Lys 


Lys 


Arg 


Lys 


Leu 


Glu 


Asp 


Glu 


Cys 


Ser 


Glu 


Leu 


Lys 


Lys 


Asp 


He 


Asp 


Asp 


Leu 


Glu 


945 










950 










955 










960 


Leu 


Thr 


Leu 


Ala 


Lys 
965 


Val 


Glu 


Lys 


Glu 


Lys 
970 


His 


Ala 


Thr 


Glu 


Asn 
975 


Lys 


Val 


Lys 


Asn 


Leu 
980 


Thr 


Glu 


Glu 


Met 


Ala 
985 


Glv 


Leu 


Asp 


Glu 


lie 
990 


He 


Ala 


Lys 


Leu 


Thr 


Lys 


Glu 


Lys 


Lys 


Ala 


Leu 


Gin 


Glu 


Ala 


His 


Gin 


Gin 


Ala 






995 










1000 








1005 






Leu 


Asp 


Asp 


Leu 


Gin 


Ala 


Glu 


Glu 


Asp 


Lys 


Val 


Asn 


Thr 


Leu 


Thr 


Lys 




1010 








1015 








1020 








Ala 


Lys 


Leu 


Lys 


Leu 


Glu 


Gin 


Gin 


Val 


Asp 


Asp 


Leu 


Glu 


Gly 


Ser 


Leu 


1025 








1030 








1035 








1040 


Glu 


Gin 


Glu 


Lys 


Lys 


Val 


Arg 


Met 


Asp 


Leu 


Glu 


Arg 


Ala 


Lys 


Arg 


Lys 










1045 








1050 








1055 


Leu 


Glu 


Gly 


Asp 


Leu 


Lys 


Leu 


Thr 


Gin 


Glu 


Ser 


He 


Met 


Asp 


Leu 


Glu 








1060 








1065 








1070 




Asn Asp 


Lys 


Leu 


Gin 


Leu 


Glu 


Glu 


Arg 


Leu 


Lys 


Lys 


Lys 


Glu 


Phe 


Asp 






1075 








1080 








1085 






He 


Ser 


Gin 


Leu 


Asn 


Ser 


Lys 


He 


Glu Asp 


Glu 


Gin 


Ala 


Leu 


Ala 


Leu 




1090 








1095 








1100 








Gin 


Leu 


Gin 


Lys 


Lys 


Leu 


Lys 


Glu 


Asn 


Gin 


Ala 


Arg 


He 


Glu 


Glu 


Leu 


1105 








1110 








1115 








1120 


Glu 


Glu 


Glu 


Leu 


Glu 


Ala 


Glu 


Arg 


Thr Ala Arg Ala 


Lys 


Val 


Glu 


Lys 










1125 








1130 








1135 


Leu Arg 


Ser 


Asp 


Leu 


Ser Arg 


Glu 


Leu 


Glu 


Glu 


He 


Ser 


Glu Arg 


Leu 








1140 








1145 








1150 




Glu 


Glu 


Ala 


Gly Gly Ala 


Thr 


Ser 


Val 


Gin 


He 


Glu 


Met 


Asn 


Lys 


Lys 






1155 








1160 








1165 






Arg 


Glu 


Ala 


Glu 


Phe 


Gin 


Lys 


Met 


Arg 


Arg Asp 


Leu 


Glu 


Glu 


Ala 


Thr 




1170 








1175 








1180 








Leu 


Gin 


His 


Glu 


Ala 


Thr 


Ala 


Ala 


Ala 


Leu Arg 


Lys 


Lys 


His 


Ala 


Asp 


1185 








1190 








1195 








1200 


Ser 


Val 


Ala 


Glu 


Leu Gly Glu 


Gin 


He 


Asp Asn 


Leu 


Gin 


Arg 


Val 


Lys 










1205 








1210 








1215 


Gin 


Lys 


Leu 


Glu 


Lys 


Glu 


Lys 


Ser 


Glu 


Phe 


Lys 


Leu 


Glu 


Leu 


Asp 


Asp 








1220 








1225 








1230 




Val 


Thr 


Ser 


Asn 


Met 


Glu 


Gin 


lie 


He 


Lys 


Ala 


Lys 


Ala 


Asn 


Leu 


Glu 






1235 








1240 








1245 






Lys 


Val 


Ser Arg 


Thr 


Leu 


Glu 


Asp 


Gin 


Ala 


Asn 


Glu 


Tyr Arg 


Met 


Lys 




1250 








1255 








1260 








Leu 


Glu 


Glu 


Ala 


Gin 


Arg 


Ser 


Leu 


Asn 


Asp 


Phe 


Thr 


Thr 


Gin 


Arg 


Ala 


1265 








1270 








1275 








1280 


Lys 


Leu 


Gin 


Thr 


Glu 


Asn 


Gly 


Glu 


Leu 


Ala 


Arg 


Gin 


Leu 


Glu 


Glu 


Lys 










1285 








1290 








1295 


Glu 


Ala 


Leu 


lie 


Ser 


Gin 


Leu 


Thr Arg 


Gly 


Lys 


Leu 


Ser 


Tyr 


Thr 


Gin 








1300 








1305 








1310 




Gin 


Met 


Glu 


Asp 


Leu 


Lys 


Arg 


Gin 


Leu 


Glu 


Glu 


Glu 


Gly Lys Ala 


Lys 






1315 








1320 








1325 






Asn 


Ala 


Leu 


Ala 


His 


Ala 


Leu 


Gin 


Ser Ala Arg 


His 


Asp Cys 


Asp 


Leu 
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1330 1335 1340 

Leu Arg Glu Gin Tyr Glu Glu Glu Met Glu Ala Lys Ala Glu Leu Gin 
1345 1350 1355 1360 

Arg Val Leu Ser Lys Ala Asn Ser Glu Val Ala Gin Trp Arg Thr Lys 

1365 1370 1375 

Tyr Glu Thr Asp Ala lie Gin Arg Thr Glu Glu Leu Glu Glu Ala Lys 

1380 1385 1390 

Lys Lys Leu Ala Gin Arg Leu Gin Asp Ala Glu Glu Ala Val Glu Ala 

1395 1400 1405 

Val Asn Ala Lys Cys Ser Ser Leu Glu Lys Thr Lys His Arg Leu Gin 

1410 "* " 1415 1420 

Asn Glu lie Glu Asp Leu Met Val Asp Val Glu Arg Ser Asn Ala Ala 
1425 1430 1435 1440 

Ala Ala Ala Leu Asp Lys Lys Gin Arg Asn Phe Asp Lys lie Leu Ala 

1445 " 1450 1455 

Glu Trp Lys Gin Lys Tyr Glu Glu Ser Gin Ser Glu Leu Glu Ser Ser 

1460 " 1465 1470 

Gin Lys Glu Ala Arg Ser Leu Ser Thr Glu Leu Phe Lys Leu Lys Asn 

1475 1480 1485 

Ala Tyr Glu Glu Ser Leu Glu His Leu Glu Thr Phe Lys Arg Glu Asn 

1490 1495 1500 

Lys Asn Leu Gin Glu Glu lie Ser Asp Leu Thr Glu Gin Leu Gly Glu 
1505 1510 1515 1520 

Gly Gly Lys Asn Leu His Glu Leu Glu Lys Val Arg Lys Gin Leu Glu 

1525 1530 1535 

Ala Glu Lys Leu Glu Leu Gin Ser Ala Leu Glu Glu Ala Glu Ala Ser 

1540 1545 1550 

Leu Glu His Glu Glu Gly Lys lie Leu Arg Ala Gin Leu Glu Phe Asn 

1555 " 1560 1565 

Gin lie Lys Ala Glu lie Glu Arg Lys Leu Val Glu Lys Asp Glu Glu 

1570 " 1575 1580 

Met Glu Gin Ala Lys Arg Asn His Leu Arg Val Val Asp Ser Leu Gin 
1585 " 1590 1595 1600 

Thr Ser Leu Asp Ala Glu Thr Arg Ser Arg Asn Glu Ala Leu Arg Val 

1605 1610 1615 

Lys Lys Lys Met Glu Gly Asp Leu Asn Glu Met Glu lie Gin Leu Ser 

1620 1625 1630 

Gin Ala Asn Arg Thr Ala Ser Glu Ala Gin Lys His Leu Lys Asn Ala 

1635 ~ 1640 1645 

Gin Ala His Leu Lys Asp Thr Gin lie Gin Leu Asp Asp Ala Val Arg 

1650 1655 1660 

Ala Asn Asp Asp Leu Lys Glu Asn lie Ala lie Val Glu Arg Arg Asn 
1665 1670 1675 1680 

Ala Leu Leu Gin Ala Glu Leu Glu Glu Leu Arg Ala Val Val Glu Gin 

1685 1690 1695 

Thr Glu Arg Ser Arg Lys Leu Ala Glu Gin Glu Leu lie Glu Thr Ser 

1700 " ~ 1705 1710 

Glu Arg Val Gin Leu Leu His Ser Gin Asn Thr Ser Leu lie Asn Gin 

1715 1720 1725 

Lys Lys Lys Met Glu Ser Asp Leu Thr Gin Leu Gin Thr Glu Val Glu 

1730 " 1735 1740 

Glu Ala Val Gin Glu Cys Arg Asn Ala Glu Glu Lys Ala Lys Lys Ala 
1745 1750 1755 1760 

He Thr Asp Ala Ala Met Met Ala Glu Glu Leu Lys Lys Glu Gin Asp 

1765 1770 1775 

Thr Ser Ala His Leu Glu Arg Met Lys Lys Asn Met Glu Gin Thr He 
1780 1785 " 1790 
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Lys Asp Leu Gin His Arg Leu Asp Glu Ala Glu Gin lie Ala Leu Lys 

1795 1800 1805 

Gly Gly Lys Lys Gin Leu Gin Lys Leu Glu Ala Arg Val Arg Glu Leu 

1810 ' 1815 1820 

Glu Asn Glu Leu Glu Ala Glu Gin Lys Arg Asn Ala Glu Ser Val Lys 
1825 1830 1835 1840 

Gly Met Arg Lys Ser Glu Arg Arg He Lys Glu Leu Thr Tyr Gin Thr 

1845 1850 1855 

Glu Glu Asp Lys Lys Asn Leu Leu Arg Leu Gin Asp Leu Val Asp Lys 

1860 " 1865 1870 

Leu Gin Leu Lys Val Lys Ala Tyr Lys Arg Gin Ala Glu Glu Ala Glu 

1875 " 1880 1885 

Glu Gin Ala Asn Thr Asn Leu Ser Lys Phe Arg Lys Val Gin His Glu 

1890 1895 1900 

Leu Asp Glu Ala Glu Glu Arg Ala Asp He Ala Glu Ser Gin Val Asn 
1905 * 1910 1915 1920 

Lys Leu Arg Ala Lys Ser -Arg Asp He Gly Ala Lys Gin Lys Met His 
1925 1930 1935 

Asp Glu Glu 



<210> 5 
<211> 12801 
<212> DNA 

<213> Oryctolagus cuniculus 
<220> 

<221> misc_feature 
<222> 2483, 3284 
<223> n = A, T,C or G 

<221> CDS 

<222> (6925) . . . (12744) 



<400> 5 

ggatcccccc 

gttgtcctga 

gggaatgcct 

cagcaggggt 

aggaggatga 

gacacccatg 

tttgcacaaa 

tgcactcaaa 

tggggaggtc 

cactgtgtgg 

cagttcgagt 

gtggaagatg 

ctggctcctg 

aatgggcgga 

ctctccttct 

aagtcctgta 

tcacaaagca 

ccaggtgtgg 

caggaggagc 

cagggatcct 

atttgcccga 



tcctcggccc 
accagtctcc 
gtgagtcagg 
cagtatggca 
gacaggctga 
gtctgtctca 
gatatatgca 
tgcatttaag 
tgcttaagga 
catagtgggt 
cctggccgct 
gcccaagtcc 
gctttggatc 
agacctctct 
ctctgtataa 
atccctttcc 
attaccttca 
cggccacagg 
agagggagca 
ggcttggaca 
tgatttcaca 



ccagcttgct 
cctggttcct 
cgccatgaga 
tctggtgggc 
gctgggggct 
gaactggcta 
tacacatatg 
gggtagggta 
ggtagagccc 
aaaagctgcc 
ccacttccga 
ttgggaccat 
ggcgcagctc 
ctctctctct 
ctctgacttt 
caggggagaa 
gctctgagta 
atgctgcccc 
gacatctgct 
caaatgcatc 
tcataacacc 



cccaggacag 
ggtgtgttgc 
tcccactgca 
tgaccaatcg 
ggaatggtgt 
tggaaggtag 
tgtctgcaaa 
gagctggggg 
ttaccaaaga 
acctgccatg 
tccagctttc 
gcacccacgt 
tggccgttgt 
ctctctctct 
caaataaata 
gactgatgat 
aatcccacgg 
aagaacacct 
ctgtgtgccc 
tggcaggtga 
ttggccattc 



aacaacatgg 
ctttggcacc 
gctgccatag 
gaacccctct 
cactcctggc 
cttgggctct 
ggtaggcatg 
tgggggacag 
aatgaagtac 
ctggcaaccc 
tgccatggcc 
gagagacctg 
ggccaatcgg 
ctctctctct 
aatcttaaaa 
ttctcagcca 
tctccatatc 
gtggacagag 
agcacagaga 
cccaaggatg 
tccccacaga 



atcatgctgt 
cctggatgag 
agcctggcta 
gcagggaggg 
aagtccatca 
gtgcaatctg 
tgtgcttgcg 
gcagtggctc 
tgggggctgg 
atgtgggcgc 
tgggaaagca 
gaagaagctc 
ggagtgaatc 
ctctctccgc 
aaaaaaaatg 
cttgggctcc 
ctgtgctggt 
cacaggttct 
cagcagtgtg 
ctgattttcc 
gtttctagac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 
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ccctgcagcc tacgattggg ctggctccag cgcaggtgtg gatgtgactg ctgaaggagc 1320 
acgatcgacc cagggctgga tctgcccctc tcctgggggc ctggcttagt ctgcctccgc 1380 
tctacagccc gatgcccctc tcctgggggc ctggcttagt ctgcctccgc tctacagccc 1440 
gattcccaga ccctagggcc agccagctct accagggtgc accactaggg tccctaagac 1500 
cttcaggcag gacatgaaaa ccagttagct ggtgagtggc cctaggttcc caactggtgt 1560 
cctggtggat gtcaccattg gacctgggcc aactcctggt gggccccaag acagcactgg 1620 
cctgtgggga gggccgttct gtgggtctca gtcaggcagt ggtggccctc ctggctaagg 1680 
gctgggtctt ggagggcctg cgtaacttgg gctcttgacg tgatgtttcc actggcagcc 1740 
atgggctggg tacaggagac cataggactg cagaatacct gaccagcccc ggcccagacc 1800 
atcccttgag ccagatggac ttagtgaggc tgggggacaa agaactgccc ccacccgcca 18 60 
actgcagtct gacttcagtg ggttcgtgct cctgagggtg agaggagccg tttggtgagt 1920 
gcctaccacg tgtcacgtgt gcactacacc ctgtacccac acaatggtca caacaaccct 1980 
gggaggtaaa tggaccatgg ccacactaca gatgacaaga ctgtctcaga gaggccctgt 2040 
gactaaccca gagcacatgg ccagaaaacg gaggggctgg ctttcaaaac aactgaccga 2100 
agctcccagg ctgcccctca catggtcctg aggcctgcag ccctggcgtc cagactgccc 2160 
actccccaca aagctcctcc aaacactcta agatggggaa gctctgtctt cccaaaccac 2220 
tgcaagctaa accgagccat ccctgcaact gtccactgtc gacattgtgg agcagggaag 2280 
cgagtgtggg gtggagggcc gaggtacaaa agatcttaga ggccgcagga agacaaaagc 234 0 
atgacaagaa ggagcagctg tttgtaaggg aaacttgaga ccggcacaaa gcccagctcc 2400 
ctaatcccag gctcctgtgg agccagggcg ggcccccaag gtcagggatc ctaggggcag 24 60 
gcagatggca gatcggcctc cangcccggg tggggaccca ctcccatgtt cacgaacaac 2520 
tgggggccca ttgtcctttc cgggttaagt ccccttcctc tagtgcccca ctctgctctc 2580 
ttccctttgg gtttcggggg tcccttccag cttccttctt tctgtgcggg gtccctttta 2640 
gtgtgcccta cttcaccccc tccccaattc ctgggagtaa ttttagcaac ttttcctctg 2700 
aactgccgct ggcatggtca cagcaaatgg cccctgtttg ggcctgacac tcgatcaggg 27 60 
tggtgacaga gcccagacaa agcaggcaca gagcccgggg aggggggaca ggagacagat 2820 
caccttcctt ccactccagg ccttatttgg tctaccttgg tgaagctgcc ctccctccag 2880 
ccccttttat ttatagcctt ttgctctgct ctcctttgtc ttgtcggcta tcactctgca 2940 
gtgccctctg cacaaccccc ctcctccccc ctcccctcca tggggccctg gcccctcact 3000 
ctccctctag gaatgtgggt gtgtacacag ggcaccagct ccaagctcag gcccgaactc 3060 
cacttctctc aactgctgaa tggagcttct cacgggaggg gtctttctct ggtcgctctg 3120 
gctagaacaa tgcccagtgc gcagcaggct tccagaagca ctcgctgagt gaggaagtct 3180 
gcaggctgct gtccccagat ggcagcaggc agaagcaaga gaagcaccgt ggagccaagg 324 0 
gcaggtgctg gaggggctgg gacgtcagac cccactgcca ccantaccac cacctaagcc 3300 
tggagttagg ggagtgagtt ctattgtgca agagggcttg gagactgaac accaatgctg 3360 
atacaccgat gacccagagc cttccagact taaaaggaag cacatgaagc atgatccttt 3420 
actaggtgca aaaacagctc ctgcaaaggg ttcaaccgag gctcaagcat cttctgtgtg 3480 
tcttcattgc ctgtacctgc tcctgagtcc tgggaactcg gggaaggggg cagccccctt 3540 
ctttgcttag gtaaccagaa gggacggacg caagggcttg ctgtccatca ccagtccctg 3600 
aggcccctga gtcctcggca cctgcagggc ctggccagga ccctcagcgt ctgcagtcag 3660 
ggctttcact ggtgcaggct cagcttcagc agctgcaggc ccacgggtca tggtccaccc 3720 
cacccccgcc cgtctgcacc ctgaacacac agtcgcttgt ggttctcaga cctcgccttg 3780 
gttaccacgc agcccccaca gaagcccctc ctggagtttc tctccccagc tgtgcccacc 3840 
ccaccttcaa catgtacctg atccgcaccc catcccccag gcctgcctct ccttccaagc 3900 
tgacagccaa tcagatggat taatccgcac gcgcccaaga gcctcctggg aagaagggga 3960 
ggggggtgga tttcaaaacc aaaccacgca gcggttgcct ggacacgaag ccagtcaggc 4020 
ttgcctgcaa gagccaggct gtgctctgct cagagcctgc gctccggctc ccgctcctcc 4080 
attcccttgc cctgcccgcc tctcagcctc actgtagaac accagtcgca tccaggtctg 4140 
ggaagaggtc acaccgctgg aggaacagct gtcctggttc agggtctcct agcttagggc 4200 
agctgtgcga tctcccactc ctggggcggg ggtcacctag tagctggggg cgcagaattg 4260 
ggaagacaag tcaggcgcgg ggctgactgt gcatcttagt cctgcgctga ctaggaccat 4320 
ccagcactgg gccccgagct ctgcacacag tatgtcttcc ctccttccca ggactccctc 4380 
cacaggctgc tgctatttcc ccgccctgat tagctgggtg accttaaacc catacttccc 4440 
ctctccataa aacgaaaagc ttggacggat aaagacctgt ctggctctgg gactcagtga 4500 
tctcaacaca tcgcctgctg atccaaggaa atcagggcct gagccagagg ccccatgtct 4560 
tagctccctg gtcatcgtcc gcgcccctta gcgaagcact ctccctccag ctgcccccct 4 620 
ccagcccctg gttctgccct gccctccctg gagctgagac ttagtccctt ttccatctca 4 680 
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cagttggatg 
caggtcagcc 
tgtgggagag 
tcccacaggc 
ctggaactca 
ctggcccgag 
gacaacagcc 
gctgccccat 
gtgtctttcc 
ggctccccca 
tgagcacacg 
ttccctgggg 
gtgtgtgtgt 
ctgtctgacg 
gggggggaat 
gaaccatctg 
cgtgtgcgtg 
ctacactaaa 
gcggctccat 
tgtgagacgt 
gtgtggtggg 
ggccagaaaa 
ttaccattta 
gggatgagaa 
gctgtgtccc 
tgcggaaacc 
tgggagccgg 
gctgggagac 
ctgacacggc 
gtagacacat 
gtgtgagtcc 
cctaggtacc 
gaggtggatg 
cccactccca 
tcctccatgg 
gacttgctgg 
agggaagagc 
ctcactacag 



caggctccag gccaggaaag cagggaaatt tcccgttgca gaaacggggc 4740 
ttggaggctg ggggcctaag gggcagcagc atgaggggcc cacagtgccc 4800 
ccagggcctg cctgcctgag gtcacactgg tggtcctggt cagttccctc 4860 
agtggaatgc gaggagatat tttctgctgc acgttgagcc accccgcccc 4 920 
gaccctgcac accccatgcc ataacaatga cgaccacttc caattgtttc 4 980 
ggggagggga gctctctggg agggggggcc ctgggggaaa tgcttccagt 504 0 
ctttctaaat ccggctaggg actgggtgca ggtgggggtg ggggcgccct 5100 
atatacaacc cctgaggcca ggtctggctc tcagctctct cctgctctgt 5160 
ttgatgttct caggtaggag cggggagaag ggggctccag gttaggaagg 5220 
ggaacagcaa gcttcatcag ggctttgtgc agagtcccag gtccggtcgt 5280 
tgtgcaggtt acacacccgt ggatgtgcca ctgagtgtga cgctcctgta 5340 
aaggtgtctg ggtctgagag tgtgggaacc aaatgaatga gtatgtgtgt 54 00 
gtgtgtgtac aagcatgtgc agtcggcagg tgagggaggg gtgtgcctca 54 60 
cagcgagtat tgatgatcgt gcctgagtac gagcagaatc ttttgggagt 5520 
ggtgtagaat gattgtacag gaagtgtgga cgcttccaag ctagtcctga 5580 
tccatgcaca tggaggggct tgcctgtgcg tcgggagtca cgaccgctgt 5640 
ccccctgcag aaggcgctcc caggcatgtg ggtgtggggc ttgggtcctt 5700 
gcataggcag ccacatgagc ctgcgtcccc ccacccaggc acataaacat 5760 
agggtacctt agggggcggg ttctgtggcc caggaggcgg cctctgtgtg 5820 
gtgcaagagc aggcatgcat ggtcatgggg gaggtgcagg gtgctcagct 5880 
tgtgtctaag agaggacacc tgtcgtgtcc acaaagtctg acaatgaatg 5940 
caactggctt tggagtgggg agagaggggc ttgaggctca gctctaccac 6000 
tgctcttgaa taagcaaatc ctgtcacctt ggtttccccg tctgatgcat 6060 
ctgagaggag agtttgtgga ctgcacagca ctgagcaagt gtgaccatta 6120 
agatagttca aagcaagtct cactagaagg ctatgagcgt ctcccaggag 6180 
tgttagaact ggtccttggg gcagcaggga acagagctgg gaaaacaaga 6240 
gaagctgact tccagttcca gctgctgttt aggtctgggg gagagcagat 6300 
agtcggggga agcgggaggt ggcacgggct aggatgggcc gcagcctgct 6360 
ctcttccctc tccccaggtc ccccgcaggc ctgagtcccc ttcctcatct 6420 
ttgagaagcc aaggtaagag aagctgaagg gagagctgca aagactgggc 6480 
tgaggccagg ctgtggaacc ctggcttccg tcctgccttg gtggggacat 6540 
aggagcccct cactgtgact agtgagggat gcaggggcag gcaagggtca 6600 
tgagcagact cttgctcctc caagaagctc agagggttct ccccccaacc 6660 
cccccgcccc cgccttgggg agcctcagcc agaaccagtt agttgctcct 6720 
tgggctcgca aaactgctct tccagtaata ggacaagctc agacaacggg 6780 
ggacacgggt gacccctgaa tgcagagcta ggttttgggg ctcccaccga 6840 
tcagggaggg gaaggcagag tggacagatg ggaggaacca gcttcttccg 6900 
gtacagaatt caag atg gat gac tec cag atg gec gac ttt 6951 
Met Asp Asp Ser Gin Met Ala Asp Phe 
1 5 



ggg gcg gca gec cag tac etc cgc aag tec gag aaa gag cgt eta gag 
Gly Ala Ala Ala Gin Tyr Leu Arg Lys Ser Glu Lys Glu Arg Leu Glu 
10 15 20 25 



6999 



gec cag aca egg cct ttc gac ate cgc act gag tgc ttt gtg ccc gat 
Ala Gin Thr Arg Pro Phe Asp lie Arg Thr Glu Cys Phe Val Pro Asp 
30 35 40 



7047 



gac aag gag gag ttc gtc aag gec aag ate gtg tct egg gag gga ggc 
Asp Lys Glu Glu Phe Val Lys Ala Lys He Val Ser Arg Glu Gly Gly 
45 50 55 



7095 



aag gtc ace gec gaa ace gag aac ggc aag acg gtg ace gtg aag gag 
Lys Val Thr Ala Glu Thr Glu Asn Gly Lys Thr Val Thr Val Lys Glu 
60 65 70 



7143 
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gac cag gtg ttg cag cag aac cca ccc aag ttc gac aag ate gag gac 7191 
Asp Gin Val Leu Gin Gin Asn Pro Pro Lys Phe Asp Lys lie Glu Asp 
75 80 85 

atg gec atg ctg acc ttc eta cac gag ccc get gta etc tac aac etc 7239 
Met Ala Met Leu Thr Phe Leu His Glu Pro Ala Val Leu Tyr Asn Leu 
90 95 100 105 

aag gag cgc tac gcg get tgg atg att tac acc tac teg ggc etc ttc 7287 
Lys Glu Arg Tyr Ala Ala Trp Met lie Tyr Thr Tyr Ser Gly Leu Phe 
110 115 120 

tgc gtc acc gtc aac ccc tac aag tgg ctg ccg gtg tac aat gca gag 7335 
Cys Val Thr Val Asn Pro Tyr Lys Trp Leu Pro Val Tyr Asn Ala Glu 
125 130 135 

gtg gtg gee gee tac egg ggc aag aag agg age gag gee ccg ccc cac 7383 
Val Val Ala Ala Tyr Arg Gly Lys Lys Arg Ser Glu Ala Pro Pro His 
140 145 150 

ate ttc tec ate tct gac aac gee tat cag tac atg eta aca gat egg 7431 
lie Phe Ser lie Ser Asp Asn Ala Tyr Gin Tyr Met Leu Thr Asp Arg 
155 160 165 

gaa aac cag tec ate etc ate acc gga gaa tec ggg gcg ggg aag aca 7479 
Glu Asn Gin Ser He Leu He Thr Gly Glu Ser Gly Ala Gly Lys Thr 
170 175 180 185 

gtg aac acc aag cgt gtc ate cag tac ttt gee agt att gca gee att 7527 
Val Asn Thr Lys Arg Val He Gin Tyr Phe Ala Ser He Ala Ala He 
190 195 200 

ggt gac egg ggc aag aag gac aac gtc aat gee aac aag ggc acc ctg 7575 
Gly Asp Arg Gly Lys Lys Asp Asn Val Asn Ala Asn, Lys Gly Thr Leu 
205 J 210 215 

gag gac cag ate ate cag gee aac cct gee ttg gag gee ttc ggc aac 7623 
Glu Asp Gin He He Gin Ala Asn Pro Ala Leu Glu Ala Phe Gly Asn 
220 225 230 

gee aag acc gtc egg aac gac aac tec teg cgc ttc ggg aaa ttc ate 7671 
Ala Lys Thr Val Arg Asn Asp Asn Ser Ser Arg Phe Gly Lys Phe He 
235 240 245 

aga ate cac ttt gga gee act gga aag ctg get tct gcg gac ata gag 7719 
Arg He His Phe Gly Ala Thr Gly Lys Leu Ala Ser Ala Asp He Glu 
250 255 260 265 

acc tac ctg ctg gag aag tec egg gtg ate ttc cag ctg aag get gag 7767 
Thr Tyr Leu Leu Glu Lys Ser Arg Val He Phe Gin Leu Lys Ala Glu 
270 275 280 

agg aac tac cac ate ttc tac cag ate ctg tec aac aag aag ccg gag 7815 
Arg Asn Tyr His He Phe Tyr Gin He Leu Ser Asn Lys Lys Pro Glu 
285 290 295 

ctg ctg gac atg ctg ctg ate aca aac aac ccc tac gac tac gec ttc 7863 
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Leu Leu Asp 
300 

gtg tec cag 
Val Ser Gin 
315 

etc atg gee 
Leu Met Ala 
330 

gag aaa gtc 
Glu Lys Val 



aac atg aag 
Asn Met Lys 



ggc ace gaa 
Gly Thr Glu 
380 

get gac ctg 
Ala Asp Leu 
395 

gag tac gtc 
Glu Tyr Val 
410 

ggg gcg ctg 
Gly Ala Leu 



atg cgc ate 
Met Arg lie 



ata ggc gtc 
He Gly Val 
460 

ttt gag cag 
Phe Glu Gin 
475 

ttc aac cac 
Phe Asn His 
490 

ggc ate gag 
Gly He Glu 



ate gac etc 
He Asp Leu 



Met Leu Leu 



gga gag gtg 
Gly Glu Val 



ace gat aac 
Thr Asp Asn 
335 

ggc ate tac 
Gly He Tyr 
350 

ttc aag cag 
Phe Lys Gin 
365 

gat gee gac 
Asp Ala Asp 



etc aag ggg 
Leu Lys Gly 



acc aag ggg 
Thr Lys Gly 
415 

gee aag gec 
Ala Lys Ala 
430 

aat gec acg 
Asn Ala Thr 
445 

etc gac ate 
Leu Asp He 



ctt tgc ate 
Leu Cys He 



cac atg ttc 
His Met Phe 
495 

tgg gag ttc 
Trp Glu Phe 
510 

att gag aag 
He Glu Lys 



He Thr Asn 
305 

tec gtg gec 
Ser Val Ala 
320 

gee ttc gac 
Ala Phe Asp 



aag ctg acg 
Lys Leu Thr 



aag cag cgt 
Lys Gin Arg 
370 

aag tec gee 
Lys Ser Ala 
385 

ctg tgc cac 
Leu Cys His 
400 

cag aac gtg 
Gin Asn Val 



gtg tac gag 
Val Tyr Glu 



ctg gag acc 
Leu Glu Thr 
450 

gcg ggc ttc 
Ala Gly Phe 
465 

aac ttc acc 
Asn Phe Thr 
480 

gtg ctg gag 
Val Leu Glu 



ate gac ttc 
He Asp Phe 



ccc atg ggc 
Pro Met Gly 



Asn Pro Tyr 



tec ate gac 
Ser He Asp 
325 

gtg ctg ggc 
Val Leu Gly 
340 

ggc gee ate 
Gly Ala He 
355 

gag gag cag 
Glu Glu Gin 



tac etc atg 
Tyr Leu Met 



cct egg gtg 
Pro Arg Val 
405 

cag cag gtg 
Gin Gin Val 
420 

aag atg ttc 
Lys Met Phe 
435 

aag ctg ccg 
Lys Leu Pro 



gag ate ttt 
Glu He Phe 



aac gag aag 
Asn Glu Lys 
485 

cag gag gag 
Gin Glu Glu 
500 

ggc atg gac 
Gly Met Asp 
515 

ate atg tec 
He Met Ser 



Asp Tyr Ala 
310 

gac tec gag 
Asp Ser Glu 



ttc agt tct 
Phe Ser Ser 



atg cac tac 
Met His Tyr 
360 

gcg gag ccg 
Ala Glu Pro 
375 

ggg ctg aac 
Gly Leu Asn 
390 

aaa gtg ggc 
Lys Val Gly 



tac tac tec 
Tyr Tyr Ser 



aac tgg atg 
Asn Trp Met 
440 

cgc cag tac 
Arg Gin Tyr 
455 

gac ttc aac 
Asp Phe Asn 
470 

ctg cag cag 
Leu Gin Gin 



tac aag aag 
Tyr Lys Lys 



ctg cag gec 
Leu Gin Ala 
520 

ate ctg gag 
lie Leu Glu 



Phe 



gag 7911 
Glu 



gag 7959 

Glu 

345 

gga 8007 
Gly 



gac 8055 
Asp 



tec 8103 
Ser 



aac 8151 
Asn 



ate 8199 

lie 

425 

gtg 8247 
Val 



ttc 8295 
Phe 



age 8343 
Ser 



ttc 8391 
Phe 



gag 8439 

Glu 

505 

tgc 8487 
Cys 



gag 8535 
Glu 
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525 530 535 

gag tgc atg ttc ccc aag gcc acc gac atg acc ttc aag gcc aag eta 8583 
Glu Cys Met Phe Pro Lys Ala Thr Asp Met Thr Phe Lys Ala Lys Leu 
540 545 550 

tac gac aac cac ctg ggc aag tec aac aac ttc cag aag cca cgc aac 8631 
Tyr Asp Asn His Leu Gly Lys Ser Asn Asn Phe Gin Lys Pro Arg Asn 
555 " 560 565 

gtc aag ggg aag cag gaa gcc cac ttc tec ctg gtc cac tac gcc ggc 8679 
Val Lys Gly Lys Gin Glu Ala His Phe Ser Leu Val His Tyr Ala Gly 
570 575 580 585 

acc gtg gac tac aac ate ctg ggc tgg ctg gag aag aac aag gac cct 8727 
Thr Val Asp Tyr Asn lie Leu Gly Trp Leu Glu Lys Asn Lys Asp Pro 
590 595 600 

etc aac gag acg gtg gtg ggc ctg tac cag aag tec tec etc aag ctg 8775 
Leu Asn Glu Thr Val Val Gly Leu Tyr Gin Lys Ser Ser Leu Lys Leu 
605 610 615 

atg gcc acc etc ttc gcc acc tat get tct gcc gac act gcg gac act 8823 
Met Ala Thr Leu Phe Ala Thr Tyr Ala Ser Ala Asp Thr Ala Asp Thr 
620 625 630 

ggc aaa ggc aaa gga ggc aag aaa aag ggc teg tec ttc cag aca gtg 8871 
Gly Lys Gly Lys Gly Gly Lys Lys Lys Gly Ser Ser Phe Gin Thr Val 
635 640 645 

tea get etc cac egg gaa aat ctg aac aag ctg atg acc aac ctg agg 8919 
Ser Ala Leu His Arg Glu Asn Leu Asn Lys Leu Met Thr Asn Leu Arg 
650 655 660 665 

acc acc cac cct cac ttc gtg cgc tgc ate ate ccc aat gag egg aag 8967 
Thr Thr His Pro His Phe Val Arg Cys lie lie Pro Asn Glu Arg Lys 
670 675 680 

get cca ggg gtg atg gac aac ccc ctg gtc atg cac cag ctg cgt tgc 9015 
Ala Pro Gly Val Met Asp Asn Pro Leu Val Met His Gin Leu Arg Cys 
685 690 695 

aac ggc gtg ctg gaa ggc att cgc ate tgc agg aag ggc ttc ccc aac 9063 
Asn Gly Val Leu Glu Gly lie Arg lie Cys Arg Lys Gly Phe Pro Asn 
700 705 710 

cgc ate etc tac ggg gac ttc egg cag agg tac cgc ate ctg aac cca 9111 
Arg lie Leu Tyr Gly Asp Phe Arg Gin Arg Tyr Arg lie Leu Asn Pro 
715 720 725 

gcg gcc ate cct gag ggc cag ttc att gac age agg aag ggg gcg gag 9159 
Ala Ala lie Pro Glu Gly Gin Phe lie Asp Ser Arg Lys Gly Ala Glu 
730 735 740 745 

aag ctg ctg ggc tec ctg gac att gac cac aac cag tac aag ttc ggc 9207 
Lys Leu Leu Gly Ser Leu Asp lie Asp His Asn Gin Tyr Lys Phe Gly 
750 755 760 
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cac acc aag gtg ttc ttc aag gcc ggg ctg ctg ggg ctg ctg gag gag 9255 
His Thr Lys Val Phe Phe Lys Ala Gly Leu Leu Gly Leu Leu Glu Glu 
765 770 775 

atg egg gac gag agg ctg age cgc ate ate acg cgc ate cag gcc cag 9303 
Met Arg Asp Glu Arg Leu Ser Arg He He Thr Arg He Gin Ala Gin 
780 785 790 

tec egg ggc cag etc atg cgt get gag ttc aag aag ate ctg gag cgc 9351 
Ser Arg Gly Gin Leu Met Arg Ala Glu Phe Lys Lys He Leu Glu Arg 
795 800 805 

agg gat gcc ctg ctg gtc ate cag tgg aac ate egg gcc ttc atg ggg 9399 
Arg Asp Ala Leu Leu Val He Gin Trp Asn He Arg Ala Phe Met Gly 
810 815 820 825 

gtc aag aac tgg ccc tgg atg aag etc tac ttc aag ate aag cct ctg 9447 
Val Lys Asn Trp Pro Trp Met Lys Leu Tyr Phe Lys He Lys Pro Leu 
830 835 840 

ctg aag age gcg gag acg gag aag gag atg gcc acc atg aag gag gag 94 95 
Leu Lys Ser Ala Glu Thr Glu Lys Glu Met Ala Thr Met Lys Glu Glu 
845 850 855 

ttc ggg cgc ate aaa gag tec ctg gag aag teg gag gcc cgc cgc aag 9543 
Phe Gly Arg He Lys Glu Ser Leu Glu Lys Ser Glu Ala Arg Arg Lys 
860 865 870 

gag ctg gag gag aag atg gtg teg ctg ctg cag gag aag aat gac ctg 9591 
Glu Leu Glu Glu Lys Met Val Ser Leu Leu Gin Glu Lys Asn Asp Leu 
875 880 885 

cag etc caa gtg cag gcg gaa caa gac aac etc aat gat gcc gag gag 9639 
Gin Leu Gin Val Gin Ala Glu Gin Asp Asn Leu Asn Asp Ala Glu Glu 
890 895 900 905 

cgc tgc gac cag ctg ate aag aac aag ate cag ctg gag gcc aag gtg 9687 
Arg Cys Asp Gin Leu He Lys Asn Lys He Gin Leu Glu Ala Lys Val 
910 915 920 

aag gag atg aac gag agg ctg gag gac gag gag gag atg aac gcc gag 9735 
Lys Glu Met Asn Glu Arg Leu Glu Asp Glu Glu Glu Met Asn Ala Glu 
925 930 935 

etc act gcc aag aag cgc aag ctg gaa gac gag tgc tec gag etc aag 9783 
Leu Thr Ala Lys Lys Arg Lys Leu Glu Asp Glu Cys Ser Glu Leu Lys 
940 945 950 

aag gac att gac gac ctg gag ctg acg ctg gcc aag gtg gag aag gag 9831 
Lys Asp He Asp Asp Leu Glu Leu Thr Leu Ala Lys Val Glu Lys Glu 
955 960 965 

aag cac gca acc gag aac aag gtg aag aac ctg aca gag gag atg get 9879 
Lys His Ala Thr Glu Asn Lys Val Lys Asn Leu Thr Glu Glu Met Ala 
970 975 980 985 



{W0141606.1}24 



ggg ctg gac gag ate ate gee aag etc acc aag gag aag aaa get ctg 
Gly Leu Asp Glu lie lie Ala Lys Leu Thr Lys Glu Lys Lys Ala Leu 
990 995 1000 



9927 



caa gag gec cac cag cag gec eta gat gac ctt cag get gag gag gac 9975 
Gin Glu Ala His Gin Gin Ala Leu Asp Asp Leu Gin Ala Glu Glu Asp 
1005 1010 1015 

aaa gtc aat act ctg acc aag gee aag etc aag ctg gag cag cag gtg 10023 
Lys Val Asn Thr Leu Thr Lys Ala Lys Leu Lys Leu Glu Gin Gin Val 
1020 1025 1030 

gac gat ctg gag gga tec ctg gag cag gag aag aag gtg cgc atg gac 10071 
Asp Asp Leu Glu Gly Ser Leu Glu Gin Glu Lys Lys Val Arg Met Asp 
1035 1040 1045 

ctg gag cga gec aag egg aag ctg gag ggt gac ctg aag ctg acc cag 10119 
Leu Glu Arg Ala Lys Arg Lys Leu Glu Gly Asp Leu Lys Leu Thr Gin 
1050 1055 ~ 1060 1065 

gag age ate atg gac ctg gag aat gac aag ctg cag ctg gag gag agg 10167 
Glu Ser lie Met Asp Leu Glu Asn Asp Lys Leu Gin Leu Glu Glu Arg 
1070 1075 1080 

etc aag aag aag gag ttt gac ate agt cag ctg aac age aag ate gag 10215 
Leu Lys Lys Lys Glu Phe Asp lie Ser Gin Leu Asn Ser Lys lie Glu 
1085 ^ 1090 1095 

gat gag cag gca ctg gee etc cag ctg cag aag aag ctg aag gaa aac 10263 
Asp Glu Gin Ala Leu Ala Leu Gin Leu Gin Lys Lys Leu Lys Glu Asn 
1100 1105 1110 

cag gee cgc ate gag gag ctg gag gag gag ctg gag gec gag cgc act 10311 
Gin Ala Arg He Glu Glu Leu Glu Glu Glu Leu Glu Ala Glu Arg Thr 
1115 1120 1125 

gec agg gee aag gtg gag aag ctg cgc tec gac ctg tec egg gag ctg 10359 
Ala Arg Ala Lys Val Glu Lys Leu Arg Ser Asp Leu Ser Arg Glu Leu 
1130 1135 1140 1145 

gag gag ate age gag egg ctg gag gag gee ggc ggg gec acg tec gtg 10407 
Glu Glu He Ser Glu Arg Leu Glu Glu Ala Gly Gly Ala Thr Ser Val 
1150 1155 1160 

cag att gag atg aac aag aag cgc gag gee gag ttc cag aag atg cga 10455 
Gin He Glu Met Asn Lys Lys Arg Glu Ala Glu Phe Gin Lys Met Arg 
1165 1170 1175 

egg gac ctg gag gag gec acg ctg caa cac gag gee acg gee gee gee 10503 
Arg Asp Leu Glu Glu Ala Thr Leu Gin His Glu Ala Thr Ala Ala Ala 
1180 1185 1190 

ctg cgc aag aag cac gcg gac age gtg gec gag ctg ggc gag cag ate 10551 
Leu Arg Lys Lys His Ala Asp Ser Val Ala Glu Leu Gly Glu Gin He 
1195 1200 1205 

gac aac ctg cag egg gtg aag cag aag ctg gaa aag gag aag age gag 10599 
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Asp Asn Leu Gin Arg Val Lys Gin Lys Leu Glu Lys Glu Lys Ser Glu 
1210 1215 1220 1225 



ttc aag ctg gag ctg gat gac gtc acc tec aac atg gag cag ate ate 
Phe Lys Leu Glu Leu Asp Asp Val Thr Ser Asn Met Glu Gin lie lie 
1230 1235 1240 



10647 



aag gee aag gca aac ctg gag aaa gtg tec cgc acg ctg gaa gac cag 
Lys Ala Lys Ala Asn Leu Glu Lys Val Ser Arg Thr Leu Glu Asp Gin 
1245 1250 1255 



10695 



gee aac gag tac cgc atg aag ctg gag gaa gee cag cgc tec etc aac 
Ala Asn Glu Tyr Arg Met Lys Leu Glu Glu Ala Gin Arg Ser Leu Asn 
1260 1265 1270 



10743 



gac ttc acc acc cag cga gee aag ctg caa acc gag aac gga gag eta 
Asp Phe Thr Thr Gin Arg Ala Lys Leu Gin Thr Glu Asn Gly Glu Leu 
1275 1280 1285 



10791 



gee egg cag ctg gag gag aag gag gcg ctg ate tec cag ctg acc egg 
Ala Arg Gin Leu Glu Glu Lys Glu Ala Leu lie Ser Gin Leu Thr Arg 
1290 1295 1300 1305 



10839 



ggc aag ctg tec tac acc cag cag atg gag gac etc aag agg cag ctg 
Gly Lys Leu Ser Tyr Thr Gin Gin Met Glu Asp Leu Lys Arg Gin Leu 
1310 1315 1320 



10887 



gag gag gaa ggc aag gee aag aac gee ctg gee cac gcg ctg cag teg 
Glu Glu Glu Gly Lys Ala Lys Asn Ala Leu Ala His Ala Leu Gin Ser 
1325 1330 1335 



10935 



gee cgc cat gac tgt gac ctg ctg egg gag cag tac gag gag gag atg 
Ala Arg His Asp Cys Asp Leu Leu Arg Glu Gin Tyr Glu Glu Glu Met 
1340 ~ 1345 1350 



10983 



gag gee aag gcg gag ctg cag cgc gtc ctg tec aag gee aac teg gag 
Glu Ala Lys Ala Glu Leu Gin Arg Val Leu Ser Lys Ala Asn Ser Glu 
1355 - 1360 1365 



11031 



gtg gca cag tgg agg acc aaa tat gag acg gac gec ate cag cgc acc 
Val Ala Gin Trp Arg Thr Lys Tyr Glu Thr Asp Ala lie Gin Arg Thr 
1370 1375 ~ 1380 1385 



11079 



gag gag ctg gag gag gee aag aag aag ctg gee cag egg ctg cag gac 
Glu Glu Leu Glu Glu Ala Lys Lys Lys Leu Ala Gin Arg Leu Gin Asp 
1390 1395 1400 



11127 



gee gag gag gee gtg gag gee gtc aac gee aag tgc tec tea ctg gag 
Ala Glu Glu Ala Val Glu Ala Val Asn Ala Lys Cys Ser Ser Leu Glu 
1405 1410 1415 



11175 



aag acc aag cac egg ctg cag aac gag ate gag gac etc atg gtg gac 
Lys Thr Lys His Arg Leu Gin Asn Glu lie Glu Asp Leu Met Val Asp 
1420 1425 1430 



11223 



gtg gag cgc tec aac get gee gee gee gee ctg gac aag aag cag agg 
Val Glu Arg Ser Asn Ala Ala Ala Ala Ala Leu Asp Lys Lys Gin Arg 



11271 
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1435 



1440 



1445 



aac ttc gac aag ate ctg gec gag tgg aag cag aag tac gag gag teg 
Asn Phe Asp Lys lie Leu Ala Glu Trp Lys Gin Lys Tyr Glu Glu Ser 
1450 1455 1460 1465 



11319 



cag teg gag ctg gag tec teg cag aag gag gcg cgc tec etc age ace 
Gin Ser Glu Leu Glu Ser Ser Gin Lys Glu Ala Arg Ser Leu Ser Thr 
1470 1475 1480 



11367 



gag etc ttc aag etc aag aac gec tac gag gag tec ctg gag cac ctg 
Glu Leu Phe Lys Leu Lys Asn Ala Tyr Glu Glu Ser Leu Glu His Leu 
1485 1490 1495 



11415 



gag ace ttc aag egg gag aac aag aac ctg cag gag gag ate tct gac 
Glu Thr Phe Lys Arg Glu Asn Lys Asn Leu Gin Glu Glu lie Ser Asp 
1500 " 1505 1510 



11463 



ctg acg gag cag ctg gga gaa gga ggc aag aat ctg cac gag ctg gag 
Leu Thr Glu Gin Leu Gly Glu Gly Gly Lys Asn Leu His Glu Leu Glu 
1515 ~ 1520 1525 



11511 



aag gtc cgc aag cag ctg gag gee gag aag ctg gag ctg cag teg gec 
Lys Val Arg Lys Gin Leu Glu Ala Glu Lys Leu Glu Leu Gin Ser Ala 
1530 ~ 1535 1540 1545 



11559 



ctg gag gag gee gag gee tec ctg gag cac gag gaa ggc aag ate etc 
Leu Glu Glu Ala Glu Ala Ser Leu Glu His Glu Glu Gly Lys lie Leu 
1550 1555 1560 



11607 



egg gee cag ctg gag ttc aac cag ate aag gcg gag ate gag egg aag 
Arg Ala Gin Leu Glu Phe Asn Gin He Lys Ala Glu He Glu Arg Lys 
1565 1570 1575 



11655 



ctg gtg gag aag gac gag gag atg gaa cag gee aag cgc aac cac ctg 
Leu Val Glu Lys Asp Glu Glu Met Glu Gin Ala Lys Arg Asn His Leu 
1580 " ~ 1585 1590 



11703 



egg gtg gtg gac tea ctg cag ace tec ctg gat gca gag acg cgc age 
Arg Val Val Asp Ser Leu Gin Thr Ser Leu Asp Ala Glu Thr Arg Ser 
1595 1600 1605 



11751 



cgc aac gag gee ctg egg gtg aag aag aag atg gag ggc gac etc aac 
Arg Asn Glu Ala Leu Arg Val Lys Lys Lys Met Glu Gly Asp Leu Asn 
1610 1615 1620 1625 



11799 



gag atg gag ate cag etc age cag gec aac agg acg gee tec gag gee 
Glu Met Glu He Gin Leu Ser Gin Ala Asn Arg Thr Ala Ser Glu Ala 
1630 1635 1640 



11847 



cag aag cac ctg aag aac gee caa gec cac ctg aag gac ace cag ate 
Gin Lys His Leu Lys Asn Ala Gin Ala His Leu Lys Asp Thr Gin He 
1645 1650 1655 



11895 



cag ctg gat gac gcg gtc egg gec aat gac gac ctg aag gag aac ate 
Gin Leu Asp Asp Ala Val Arg Ala Asn Asp Asp Leu Lys Glu Asn He 
1660 ~ 1665 1670 



11943 
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gcc ate gtg gag egg cgc aac gcg ctg ctg cag gec gag ctg gag gag 11991 
Ala lie Val Glu Arg Arg Asn Ala Leu Leu Gin Ala Glu Leu Glu Glu 
1675 1680 1685 

ctg egg gcc gtg gtg gag cag acg gag egg tct egg aag ctg gca gag 12039 
Leu Arg Ala Val Val Glu Gin Thr Glu Arg Ser Arg Lys Leu Ala Glu 
1690 1695 1700 1705 

cag gag ctg ate gag acc age gag egg gtg cag ctg ctg cac tec cag 12087 
Gin Glu Leu lie Glu Thr Ser Glu Arg Val Gin Leu Leu His Ser Gin 
1710 1715 1720 

aac acc age etc ate aac cag aag aag aag atg gag teg gac ctg acc 12135 
Asn Thr Ser Leu lie Asn Gin Lys Lys Lys Met Glu Ser Asp Leu Thr 
1725 1730 1735 

cag ctg cag acg gaa gtg gag gag gcg gtg cag gaa tgc agg aac gcc 12183 
Gin Leu Gin Thr Glu Val Glu Glu Ala Val Gin Glu Cys Arg Asn Ala 
1740 1745 1750 

gag gag aag gcc aag aag gcc ate acg gac gcc gcc atg atg gcg gag 12231 
Glu Glu Lys Ala Lys Lys Ala lie Thr Asp Ala Ala Met Met Ala Glu 
1755 " ~ 1760 1765 

gag ctg aag aag gag cag gac acc age gcc cac ctg gag cgc atg aag 12279 
Glu Leu Lys Lys Glu Gin Asp Thr Ser Ala His Leu Glu Arg Met Lys 
1770 ^ 1775 1780 1785 

aag aac atg gag cag acc att aag gac ctg cag cac egg ctg gac gag 12327 
Lys Asn Met Glu Gin Thr lie Lys Asp Leu Gin His Arg Leu Asp Glu 
1790 1795 1800 

gcc gag cag ate gcc etc aag ggc ggc aag aag cag ctg cag aag ctg 12375 
Ala Glu Gin lie Ala Leu Lys Gly Gly Lys Lys Gin Leu Gin Lys Leu 
1805 1810 1815 

gag gcg egg gtg egg gag ctg gag aat gag ctg gag gcc gag cag aag 12423 
Glu Ala Arg Val Arg Glu Leu Glu Asn Glu Leu Glu Ala Glu Gin Lys 
1820 1825 1830 

cgc aac gcg gag teg gtg aag ggc atg agg aag age gag egg cgc ate 12471 
Arg Asn Ala Glu Ser Val Lys Gly Met Arg Lys Ser Glu Arg Arg lie 
1835 1840 1845 

aag gag etc acc tac cag acg gag gag gac aag aag aac ctg ctg egg 12519 
Lys Glu Leu Thr Tyr Gin Thr Glu Glu Asp Lys Lys Asn Leu Leu Arg 
1850 1855 1860 1865 

ctg cag gac ctg gtg gac aag ctg cag ctg aag gtc aag gcc tac aag 12567 
Leu Gin Asp Leu Val Asp Lys Leu Gin Leu Lys Val Lys Ala Tyr Lys 
1870 1875 1880 

cgc cag gcc gag gag gcg gag gag cag gcc aac acc aac ctg tec aag 12615 
Arg Gin Ala Glu Glu Ala Glu Glu Gin Ala Asn Thr Asn Leu Ser Lys 
1885 1890 1895 
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ttc cgc aag gtg cag cac gag ctg gac gag gcg gag gag egg gca gac 12663 
Phe Arg Lys Val Gin His Glu Leu Asp Glu Ala Glu Glu Arg Ala Asp 
1900 1905 1910 



ate gcg gag tec cag gtc aac aag ctg egg gee aag age cgc gac ate 12711 
lie Ala Glu Ser Gin Val Asn Lys Leu Arg Ala Lys Ser Arg Asp lie 
1915 1920 " 1925 

ggc gec aag caa aaa atg cac gac gag gag tga cgccgcctcc ggaaccccgc 12764 
Gly Ala Lys Gin Lys Met His Asp Glu Glu * 
1930 1935 

tcttgttaac ccgcaataaa cacgagtgcc tgaattc 12801 
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